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> Reliable and sensitive bioanalytical data

> Perform studies with confidence using
compliance-ready software

> Support by a team of dependable experts
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Introduction

SCIEX)

Enhance your pharmaceutical development assays, while simplifying method development and reducing training
needs. Our liquid chromatography-mass spectrometry (LC-MS] solutions are intuitive, robust and sensitive.
All of our solutions are supported by compliance-ready software and trusted service professionals.

Accurately identify and monitor biomarkers, active pharmaceutical ingredients [APIs]

and metabolites on a single software platfarm.

Featured applications and assays

Featuring: Introduction to quantitation by high-resalution
mass spectrometry

ADME-Tox
Biomarker quantitation

Bioanalysis of:
Glucagon-like peptide (GLP-1] analogs
Nucleic acids and oligonucleotides
Peptides and cyclic peptides
Targeted protein degraders

Featured solutions

Routine bioanalysis

Triple quadrupales have been the gald standard for bioanalysis for many
years. The SCIEX Triple Quad 6500+ system offers trusted long-term perfor-
mance. For ultimate sensitivity and extended robustness, the SCIEX 7500+
system is the solution of chaoice.

Complex samples

If you are challenged with coeluting compounds with similar masses, analytes
with complex structure, a complex background with low abundant analytes or
analytes with a high molecular weigh, a high-resalution mass spectrometer is
a great choice. The SCIEX X5300R QTOF system is the go-to system for most
assays. Alternatively, the ZenoTOF 7600 system can be used for additional
sensitivity and analytical horsepower.
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Introduction to quantitation by
high-resolution mass specfrometry

,~
> Easily quantify high-mass and complex analytes -

> Quantify co-eluting compounds with similar masses

>  Filter out complex background noise to see more in your —Q,L
sample gy




Benefits of high-resolution mass spectrometry for quantitation SCIEX

Triple guadrupole mass spectrometers have been trusted for decades in pharmaceutical research and development for their quantitative performance.

In recent years, there has been a move to high-resolution mass spectrometry due to technology advancements, that have provided maore sensitive and
accurate guantitative performance. The appeal of high-resolution mass spectrometers is their ahility to overcome the following challenges:

® C(Coeluting compounds with similar masses
e Separation of high background from low abundant analytes
e (uantitation of compounds with a high malecular weight

Quick system selection guide

Analyte is <2000 Da
(typically)

Analyte type

Do you need a
system that offers
quantitative/qualitative
information?

Absolute
performance:
ZenoTOF 7600

system

Performance:
X500R QTOF
system

For peptide
recognition modules
and peptides:
ZenoTOF 7600 system
]g
X500R QTOF system

Speak toa
SCIEX
representative
for more
detailed
discussions

Analyte and matrix
considerations

Analyte is >2000 Da
(typically)

ZenoTOF 7600
system

Absolute sensitivity
and performance: OR
SCIEX 7500+ system
XS00R QTOF
Performance: system
SCIEX Triple Quad
6500+ system

Complex matrices for
which high levels
of selectivity
are needed

ZenoTOF 7600
system

OR

XS00R QTOF
system




Summary

"

We have worked with scientists across the drug
development pipeline for decades, leading the way in
guantitative mass spectrometry using quadrupales. Our
high-resolution systems are easy-to-operate, integrated
analytical solutions that can provide rapid and reliable
guantitative data with the added benefits of high resolution.

When you need support, SCIEX is here for you.
Fit-for-purpose solutions combining LC and high-resolution

MS enable quantitation in complex matrices with excellent
sensitivity and robustness, even at low levels.




ADME-Tox /SCIEX)

Complex samples, and possibly low-level analytes, are commaon challenges that are faced every day by analysts
working on ADME-Tox studies. Our fit-for-purpase LC-MS solutions enable pharmacokinetic parameters to be
monitored in complex matrices with excellent sensitivity and robustness, even for low-dose, highly potent drugs.
Simplify the monitoring of ADME-Tox parameters with compliance-ready SCIEX OS software.

® Perform ADME-Tox studies with confidence using compliant-ready software

® Acquire reliable and sensitive bioanalytical data using fit-for-purpose LC-MS solutions

Regulated and non-regulated Low-level ADME-Tox analytes
ADME-Tox solutions for all stages
of the pipeline
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Representative extracted ion chromatograms (XICs)
for farmoterol in human plasma.

Sub-picogram detection of fluticasone propionate

Read more > in plasma Read more >
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Biomarker quantitation

Our systems provide in-depth coverage that enables you to characterize and confidently quantify
biomarkers, including low abundant species. With different technology options for specific needs, we
can help you get the answers you need.

e Achieve confident answers in hours instead of days

e C(onfidently identify and quantify small biomarkers with robust, sensitive analyses

® |mprove workflows with suppart from our dependable team of experts

Targeted panel assays Identify and quantify unknowns

Identification and quantitation of lipid biomarkers using accurate
mass spectrometry

High sensitivity quantification of acylcarnitines using the SCIEX 7500 system

Discaver how you can quantify low-level acylcarnitine species with high
throughput, robustness and reproducibility without requiring for
derivatization.

Read more >

@ Calibration for L-Camnitine, myristoyl.1: y = 3.168449 x + 2950.63115 (r - 0.99938, r* - 0.99875) (weighting: 1/x)

Balance accurate quantitative performance with accuracy values between
80-120% at all concentration levels, with streamlined data management for
acquisition and processing. Identification of lipid biomarkers becomes

a simple task using the ChemSpider tool that is fully integrated into

SCIEX 0S software.

sty Read more >

Linear dynamic range for several acylcarnitine compounds.
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Glucagon-like peptides [GLP-1]

Highly sensitive analytical methods are required to understand the pharmacokinetic and pharmacodynamic profiles of GLP-1
analogs. Developing and running these methods is challenging due to their low oral bioavailahility and their structure that yields

poor ionization and fragmentation.

® (uantify GLP-1 analogs in complex biological matrices with outstanding reproducihility, precision, accuracy and linearity

e Employ a single platform for streamlined data acquisition, processing and management using SCIEX 0OS software

LC-MS/MS

Low-ng/mL quantitation of glucagon-like peptide-1 (GLP-1] analog
in rat plasma

Discaver options for a sensitive method to quantify a GLP-1 analog, semaglu-
tide, in rat plasma with a lower limit of quantitation (LLOQ] of 0.2 ng/mL.

Read more >

Structures of GLP-1 analogs. The left panel shows the structure of the target analyte, semaglutide (A) and
the right panel shows the structure of the internal standard, liraglutide (B].
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Enhanced robustness

SCIEX)

Redefine bioanalysis with enhanced robustness on the SCIEX 7500+ system

This technical note demonstrates the measurement of alprazolam, sulfameth-
oxazaole and diazepam in rat plasma matrix aver 10,000 injections, with no di-
vert valve. The SCIEX 7500+ system showed a >2x impravement in robustness

for this analysis compared to the SCIEX 7500 system.

Read more >
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Peptides and cyclic peptides SCIEX)

Peptide and cyclic peptide analysis presents unique challenges compared to the analysis of a typical small malecule. Peptides are large, complex malecules
that often contain multiple amino acids and post-translational modifications. This complexity results in a higher degree of structural variability, a wider
dynamic range of concentrations and multiple charging when analyzed by mass spectrometry. Additionally, peptides are more prone to sample loss,
degradation and modifications during sample preparation and analysis than typical small molecules.

® (ur software allows you to automatically schedule multiple reaction manitoring [MRM] functions, retention times and MRM transitions far simple
method optimization

e Easily develop and optimize gquantitative workflows using the Ma MicroLC system with seamless integration into SCIEX OS software to enhance the
sensitivity of a methad

Peptide: Targeted panel Low-level cyclic peptides

Reproducible targeted peptide profiling using highly multiplexed MRM assays Low-pg/mL quantification of cyclic peptides in rat plasma
using microflow LC

Read about a simplified method development approach for large-scale tar-
geted peptide analysis. By using our Scheduled MRM function, retention times ~ Read about how to achieve low-level quantitation for human ANP at an LLOQ

and MRM transitions are automatically optimized to create an acquisition of 0.01 ng/mL in rat plasma with %CV values <12.3% at all concentration levels
method based on a few key parameters provided by the user. across inear dynamic range spanning 4.3 orders of magnitude.

Read more >
Read more >
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Nucleic acids and oligonucleotides

SCIEX)

Synthetic nucleotide analysis is a complex pursuit because these drugs combine the learnings from nature’s mechanisms with sophisticated
technology. The diverse landscape of structural adaptations for bases and backbones has the potential to treat diseases with unprecedented
specificity but also increases the challenges for analyzing synthetic oligonucleotides.

® (omplete sequence confirmation, impurity identification, sizing and purity analysis with cutting-edge analytical solutions

e High-quality results for therapeutic oligonucleotides [antisense oligonucleotides, siRNA, aptamers] help you advance medicine

Quantitation of nucleic acids

Quantitative LC-MS solution for targeted analysis of cell culture media

Discover options for the measurement of polar and nonpolar analytes, in

addition to positive and negative polarity components within a single method.

Read more >
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Identify and quantify unknowns

Characterization and relative quantification of oligonucleotide impurities

See how robust data quality and high mass accuracies provide confident
assignment of aligonucleotide FLP and impurities using the Molecule Profiler
saftware. The use of this software allowed straightforward relative quantitation
based on the TOF MS peak.

Read more >

U S s A

moT* moSmeC* moA* moSmeC* moT* moT* moT*/mosmeC*/moA*imoT*moa* moa*ImoT* moG*Tmosmec:'moT* moG* moibzt

TOF MSAMS of 798 6, background suskracted

p 77811
x 6774816 ——
678 823
678 9897 &

srrsane T | amist g eres ST

8
i

o 88 8 8

677.099€ 6773168 6779054 | 678 2624 678 6917 |

6770 6778 ¥ T eno 678 6750 6795
miz, Da
Assigned: 14 of 668 peaks, MSMS Peak Area Assigned: 29%, Sequence Coverage: 11 of 18 residues

140f14 ] % ] ¥

Mass Emor  Intensity
Ve (mz) e— = Charge (com)  (cps)

e O e e O I I [

8081570 MOA'MOA"MOT"MoG MoSmeC’moT 'moG mobea ¥ 4 30 2516

Confirmation of the sequence of

the potential ASO-18PS2MOE im-
purity with 1 isobutyryl protecting
group on G.

1017:2219 moG moSmeC moT ' moG moibzG ¥ 2 70 1648

704 4609 /HIPSO 1 moG moSmeC moT"moG moizG x5 3 56 656

@ v 2w N

v
v
v ssun o
Vv
v

8476518 /H2PSOJ moSmeC moT moG moibzG "

A\
N Ld VvV


https://sciex.com/content/dam/SCIEX/pdf/tech-notes/all/cell-culture-media-analysis.pdf
https://sciex.com/content/dam/SCIEX/pdf/tech-notes/all/cell-culture-media-analysis.pdf
https://sciex.com/content/dam/SCIEX/pdf/tech-notes/all/cell-culture-media-analysis.pdf
https://sciex.com/tech-notes/biopharma/Characterization-and-relative-quantification-of-oligonucleotide-impurities
https://sciex.com/tech-notes/biopharma/Characterization-and-relative-quantification-of-oligonucleotide-impurities

Targeted protein degraders SCIEX)

Lead the development of novel targeted protein degradation [TPD] therapeutics, such as proteolysis-targeting chimeras [PROTACs]. Bring
novel drugs based on this new class of compounds to market with analytical systems that enable precise and accurate identification and
guantitation of low-level targeted protein degraders, even in complex matrices. Get to the important information quickly with fast, intuitive and
integrated data acquisition and processing software.

@ Achieve sensitive gquantitation of targeted protein degraders with excellent accuracy and precision

e (omfartably work with complex matrices

Low-pg/mL quantifi- o Matrix blank 10 pg/mL A sensitive method for the quantification of the protein targeting chimera
cation of TL13-112, a § LLOQ (PROTAC], TL13-12, in rat plasma using accurate mass spectrometry
protein-targeting chimera g ;6)),\ 3000 3000
(PROTAC] in rat plasma = 2 R T we Achieve an LLOQ of 0.3 ng/mL for the quantitation of TL 13-12 and TL 13-22 in
gé;,:' o) £ £ rat plasma using MS/MS data acquisition. This approach allows you to mini-
See how it is possible to - gg 1000 1000 2o mize sample volume and sample preparation time.
achieve low-pg/mL level © hmen e /
R Q ol T o —
LLOQs far the guantitation o . i Read
, ime, mn me. min >
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Conclusion

Simplify your pharmaceutical development assays to save time and reduce
the training needs of the scientists warking in your team. Qur LC-MS
salutions, including our software and trusted services and support, are
intuitive, robust and sensitive.

Additional links for development assays

Selecting the right system for bioanalytical quantitation

Investing in a new LC-MS system is not an easy decision, especially if you have a range of
analytical requirements in your laboratory. This blog is intended to help you choaose the right
system for your pharmaceutical drug development needs.

Read blog >

Easing the demands of a compliant pharmaceutical laboratory

At SCIEX, we are proud to provide analytical systems to the pharmaceutical industry. We
work hard to understand the demands of analytical work and the processes required to
develop and manufacture drugs. This blog provides an overview of same of the ways we are
here to help.

Read blog >

Sensitive LC-MS/MS approach for the quantification of proteolysis-

targeting chimeras in a biological matrix
In this wehinar, we explore a sensitive LC-MS/MS warkflow for quantifying PROTACs in a
biological matrix using the SCIEX 7500 system.

Watch webinar >
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Driving more sensitive bioanalysis using accurate mass spectrometry
Quadrupole-hased LC-MS has been routinely adopted for the quantitation of therapeutics
in bioanalytical laboratories. Advances in accurate mass spectrometry have enabled it

to become a complementary option for quantitative bioanalysis. These advances include
greater selectivity, improved mass resolution and the flexibility of time-of-flight [TOF) MS/
MS for data analysis.

Watch webinar >

Enhancing quantitative sensitivity in cerebrospinal fluid

This webinar discusses the sensitive quantitation of LRRK2 at 10 pg/mL in human
cerebrospinal fluid. Dylan Bennett, a scientist at Neuron23, shares the details of this LC-MS/
MS methodology for the sensitive analysis of this promising target.

Watch webinar >

Identification and guantitation of lipid biomarkers using
high-resolution MS

In this wehinar, our speaker discusses the role of glucasyl and galactosyl ceramides as
biomarkers and how their misregulation can be an identifier for various disease states
including, but not limited to, Parkinson’s, Krabbe and Gaucher diseases.

Watch webinar >
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SCIEX Now support netwaork

SCIEX Now

Manage your instruments

Submit and manage support cases, track status and
view histary

Access online training courses and articles

Manage software licenses linked to your registered
instruments

View and report critical instrument statistics when
connected to the StatusScope remote maonitoring
service

Be a part of the SCIEX community by submitting
questions and comments

Receive notifications from SCIEX with content based on
your preferences

—> CONTACT SCIEX NOW

SCIEX Now Learning Hub

® SCIEX Now Learning Hub success programs provide
LC-MS and CE training customized to meet your exact

needs

® With a selection of training methods and certifications
available, you can build a mass spectrometry learning
program that is most suited to your lab and users

® By starting with a clear understanding of your
desired learning outcomes, we help you improve
lab productivity and consistency by designing and
delivering a program that is focused on knowledge
advancement and retention

-

FIND OUT MORE

The SCIEX clinical diagnostic portfolio is For In Vitro Diagnostic Use. Rx Only. Product(s) not available in all countries. For
information on availability, please contact your local sales representative or refer to www.sciex.com/diagnaostics. All other
products are For Research Use Only. Not for use in Biagnaostic Procedures. Trademarks and/or registered trademarks
mentioned herein, including associated logas, are the property of AB Sciex Pte. Ltd. or their respective owners in the
United States and/or certain other countries (see www.sciex.com/trademarks). Beckman Coulter® is being used under
license. Echo® MS and Echo® MS+ are trademarks or registered trademarks of Labcyte, Inc. in the United States

and other countries, and are being used under lic. MKT-30685-A

Headquarters

500 Old Connecticut Path
Framingham, MA 01701 USA
Phone 508-383-7700
sciex.com

International Sales
For our office locations please call

the division headquarters or refer
to our website at /

sciex.com/offices

The Power of Precision


https://sciex.com/support
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