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P75 2 6 TR

TR X BA ERTIE S Ay, AN ENTIESE S P EE AR .

# 2-1 CE-SDS Protein Analysis &l & (PN C30085)

Moy e HHT I S
10 kDa Internal Standard 2 A26487
Acid Wash/Regenerating Solution (100 mL) 1 ANidE H
Capillary Regenerator Solution A Basic Wash (100 mL) 1 ANidE H
CE Grade Water (140 mL) 3 C48034
CE-SDS Gel Buffer (140 mL) 2 A30341
Low pH SDS Sample Buffer (55 mL) 1 C44807
SDS-MW Sample Buffer 1 A& H
#* 2-2 5k H SCIEX [3HARH &

Moy e PR

(AJi%) Low pH Phosphate SDS Sample Buffer (40 1 C57805

mM iR Eh, pH 6.5, 1% SDS) (140 mL)

BYHE R BRI (450 mL) 1 359976
IgG Control Standard (1 mg/mL) (1 mL) 3 391734
MW Size Standard CA/pM#fEE 10 kDa. 20 kDa. 35 3 A22196
kDa. 50 kDa. 100 kDa. 150 kDa Al 225 kDa &[4 Jiii )

(100 L)

BioPhase 8800 JLik/Z/Afl Ao BUNE R& (50 um A1E 1 5080121
x 30 cm 41

BioPhase 8800 ! 1Ltk 20 5080315
BioPhase 8800 7| fLx 20 5080314
BioPhase 8800 F¥ ALk 20 5080313
BioPhase 8800 J&i 5Tl fLik 0 (4 MEAFLIR, 4 i) 1 5080311
fLtR, 8 A HLBO
CE-SDS Protein Analysis iX5f| & i&/H T BioPhase INEE T
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P e 2 AR AL

R 2-3 HoA b 75 1 B

o A =)
(Ali%&) Amicon Ultra-4 &.0 00 836, & Ultracel-10 € | MilliporeSigma | UFC801024
Jit

(H[i%) MicroCon-10 kDa B0 i 825 #, 5 Ultracel-10 | MilliporeSigma | MRCPRTO010
i

(H[i%) MicroCon-30 kDa &0 JE2E E, 5 Ultracel-30 | MilliporeSigma | MRCFOR030
e

2-3ik O MilliporeSigma M7154
L 7, 1 frix MilliporeSigma 1-1149
X-Pierce fi# USA Scientific 2997-0100

fg A7 2614

TR KT Ol SRl A 25, T8 S B

« UF)5, # 10 kDa Internal Standard %77 7F 2 °C & 8 °C %/ .
o RIS B HARA) AT AR AE IR AR R .
25 7 PR B i AT o
- THTE, #ERTRERETBTE
- Y HE
© SRIOR
« BEMEONL
o GBS OHLERIRISE " b, DR E RO
o ERIEG S
« BV A 2 ik
FEVE &R FLAR I, 2 DUASE FH I 2R A% VR 5% ) &5 7 it
o B
o BOHL, EA AR R DA FLR
« 37 °C % 100 °C & ZEHKmsim#is

. OHRT

« IR
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Jiv it BL & AR R

It e Al 2

TEMA 220 nm JEJE I UV A28
2B b O
Frds R&
N IBTERV ARG R . R &5 CE-SDS Protein Analysis {7l & —&(FH, NAZF

—FkEHATHAAER. WREA—FSEPESARPEMFIFEAZA, WA a2 K AEFEARE
B ARRE SRR S A2y B RS )

T EREAT 50 um 4% x 30 cm B4 1) BioPhase 8800 BFS E41% F .
WS RN £ 2-2.
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JIEAF 3

%14 FH| BioPhase {1 £%:

TR AR SRR A R AP SR S AR B A, WA AN SCIEX Wk R T, S U&=
T NEANECE WM (BioPhase #ff) o XUk W] iEd BioPhase ¥t F-ah I .
HZHUL T &S Jrik.

FHETIERF.
- CE-SDS #{77: W1 EHME .
« DEITE:

« J&J7 CE-SDS 4 #&: HFREREA.

« dEiEJR CE-SDS 435 A TR RFEA

o K pH FEARZ MR B TR pH FEARZE PR 4 BREA
« CE-SDS X[fl: fEFF M INTEH BN, Mk BameE LML, RIERILT .
o JPHIIHR:

« J&J5 CE-SDS 7 i5: HTRJEFEA.

« dEiLJ5 CE-SDS 73i5: Fl TR IRFEA.

o ik pH FEAZZ MBS T8 AR pH BEARGE PR 7)) 4% IR AR AR o

%1% ] Waters Empower™ #1141 £ 4t
L5 BioPhase # A 7 iZA d  / IAER 77 1

VERE: IRV ER A SIS AR T, WA SCIEX Wl FEEA]. B2 UL &S FaofilE
DA (Waters Empower™ #4F) o ix 867778 Al iE 18 Method Editors for BioPhase
System BFFEEIHE. ES R TR ik

olpeaagll

TR IR EAEH Waters Empower™ #4REHGE, MILEFAEH. ESRLLTES: 4]
AR T

R AR RUE 534G BioPhase M. W TEM U], BSOSO (R RS -

BEREFPIR it T (£ ] BioPhase Hff: bl B RSB G2 Fr S KT UERH o AR 10 58— B ol i B\
AFEAS, IR BB B 0 e B8R (1 TV

G PP I ] DAAE IR . fERZ G OL N, PR NN in, SR e R &7k,
FHARMINESE Ko RATNERTE N RIKE k. WSRO (AR RS .

S A8 R CE-SDS Protein Analysis {5/ & i&ffl T BioPhase
RUO-IDV-05-8662-ZH-D 8800 %4t

1M"/77



JiiE )

TERE: AR AR S AR, W R E AT REA SRR — AT, AT B4
[A] 22 5% o

1. {E BioPhase #3171 -, #.i7 Sequence Editor.

2. i Open Sequence.
Open a Sequence X} IHHERE BRI 4TI .

3. MWRIFLEFEEHITFI:

a. (ATk) AN Z4 N\ Start Date £l End Date, #%3% 5t H G bR, &8 H#H,
SR 5 Hidi Search.
a] F R H O3 B~ 7E Folder Name &5 H.

b. H.i; CE-SDS Project i H 143,
T H A 1 m] A B TE A I R 2R A

c. fEIZEW, WHESENFIIEN, A58 Open.
o XNTREFEA, $idi CE-SDS M/ 41 .
o XNTHEREREA, fif JEiL )5 CE-SDS 741,
o RTAEAIE pH BEAGE phFH 5 HOREAS, Bl AR pH BEA Lz 7] CE-SDS 751,
Open a Sequence X 1EHER ], #RJ5 Sequence Summary EIT-RFT .

4. 7t Sequence Summary EHE 7, i Edit.
Sample Plate Setup i£TiK+T .

5. WEME, PATEM FiRERE:
o USINEUMBRAEAS .
o JERDECEREARSLEITT .
o [AFEARSL S ECASF B 7
« 1E Sequence Summary Fi&H, BIKE TES TS TR . WY, N CH T
EBCAKE T
MFRVEMBE, ESESCH: (A RS .
6. WHLE, W Sequence Summary F ISR

TR TP HI BT R4S AR ] o

3-1 Sequence Summary ##%: CE-SDS Jli&F 5

Run # | Column | Method Name Rep. #| Error Recovery
1 0 CE-SDS Conditioning 1
2 1 Reduced CE-SDS Separation 1
3 0 CE-5DS Shutdown 1 v
CE-SDS Protein Analysis 7% i&/H T- BioPhase S 6 FE
8800 R4t RUO-IDV-05-8662-ZH-D
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TiEF 5

7. EEFIBITHEMGEE, RIS NEAT PR 4

K 3-2 Sequence Summary F % & T

Run # | Column | Method Name

1

0 CE-5DS Conditioning

Rep. #| Error Recovery

1

2

1 Reduced CE-SDS Separation

1

Well
A1
BO1
o1
Do1
EO1
FO1
GO
HO1

Sam...

<WP=
<WP:=
<WP=
<WP:=
<WP=
<WP:=
<WP=
<WP:=

3

Run Type

Unknown
Unknown
Unknown
Unknown
Unknown
Unknown
Unknown

Unknown

Data File

<Prj=\«<SN=\<DT=\<Cap>_<SID=
<Prj>\<SN>\<DT>\<Cap>_<SID>
<Prj=\«<SN=\<DT=\<Cap>_<SID=
<Prj=\«<SN>\<DT>\<Cap>_<SID>
<Prj=\«<SN=\<DT=\<Cap>_<SID=
<Prj=\«<SN>\<DT>\<Cap>_<SID>
<Prj=\«<SN=\<DT=\<Cap>_<SID=
<Prj=\<SN>\<DT>\<Cap>_<SID>

0 CE-5DS Shutdown

8. WL E, ik Sample Id 71 Data File %1/t ()15 K.

9. EEFREASARFNFLAT R, $7JT Plates Layout 254, WA %, ¥k Reagent
Plate /1 R4 B

10. ELRAEFH, Hidi SAVE, SRR HIIMEE.

VERE: W BARERNR, W SAVE #40AA] F . vk Validation & TR A ER, SR H

i SAVE.

M. (ATiE) BHTEIREARFLBRATR ARG R, 3 BAT DA A

a. i PRINT,
Print Preview X iEHE[ERIFT I

b. . Plate Layout Report, #XJ5 #.7 Print.

C. IEFHITENEIL, )5 OK,
BERIIT ER 7

d. S oCHIME, RUA EAR x.

Print Preview X1 HE i BRI 5% 4]

I FH fi e

RUO-IDV-05-8662-ZH-D
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fhill A 4

A A8 SR RS AR JFUIR S 0 LU B SR AL B B 515 2 . AEE 0 B3 5% Tl sk JrU AN Ak
JE R St R A F) 15 ]

— v O
il] 24 b 7HE

RIE DI B AR, AFRIPPRAES T REE G . i FHE A T PRI i
#4534 5 MW Size Standard

AR T i TR SR 2 A Rl 4, DARR TSy b ik — BB T B AT A B 1 0 SR
R MMM T T MR E.

751 E MW Size Standard, SRJ5 FEFRAETMCER B O HLHCRO IR EL T LD B
1] 0.5 mL fiE &0 s 10 ub /) MW Size Standard.

T f i 5OV AN N 85 L 1 SDS-MW Sample Buffer.

) o B OB RN 2 pl /1 10 kDa Internal Standard.

TEIE RN P, Tl B O AN 5 uL (1) 2-5i2E A .

M D B, EHbERIE S A 7E RS, RJE1E 70 °C KK In#VR &)
10 7%

. AEROHLRAE 300 g MR N RIRE R 1 b
8. MUKIEHCRIMEL, FFERD 3 b, DUEHERA 2= .
PRAE i AT ORI RS E K2 24 /NI

9. AFEARSLARAIFLAERIN 100 L )2 AR HE it o

W FAREAR SR BB S REAR P i A, #f AR E FLb L AE R i 5 4 2.0 mL 1) CE-
SDS Gel Buffer.

10. fEMR B7 G — 2B, SRS O ALAE 30 g HISRAE T IREEREASLAR 4 708, DUTEERSL
JRAR AT T

#% 1gG Control Standard

X T Bk A (A HIF 2 B, AT LUE A SCIEX IgG Control Standard {F bR . iZ%A5HE T
A DLPE IR J Bl A J5 2 R T i 4%

#%i8 )5 1gG Control Standard
R TSR TR T AN E.

o a0k v N =

1. 4% IgG Control Standard.

CE-SDS Protein Analysis 7% i&/H T- BioPhase 6 P
8800 %41 RUO-IDV-05-8662-ZH-D
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il SR AEA

a. WRRBYIRIET, HMNKFEHECH —#E IgG Control Standard, & T =i 54 f#
%

b. R & A R STR A LR B, SR ISR T R 95 pL 54 .

c. THE—1r, ARG HREMHFIE -35 °C & -15 °C %M.

i FH—4> 95 pL 1 IgG Control Standard %54y . @1 CA R, (A RITE = T EE.

1] 1gG A 2 uL ) 10 kDa Internal Standard.

FEIE X A 1) 1gG PR 5 pl /Y 2-3i2k 41 .

WA, SRS R e R & A 7R IR

B OHLTE 300 g 26 1F R R . 1 4350

Fd s iR, SRR TE 70 °C HIZKIB T INAIR A 10 735k,

MK ORI, BB D 3 408, DUEERAE 2 =0 .

] FE AR FLAR 1 FL AR R I 100 pl 1) 45 AR HE i o

0. MM FE S — 28, AR5 HEOHIE 30 g MM NI REARTLIR 4 2%, LUERRAL
JEH AT AT

#14%4Fi& 5 1gG Control Standard

FE#1 4% JEL 5 1gG Control Standard 2 f, #il4 250 mM Bt 2% (IAM) V. 152 LLF &
. 4% 250 mM lodoacetamide Solution.

S © ©® N o o s~ Db

#4250 mM lodoacetamide Solution

1. FREL 46 mg M 2% (1AM), HHAR 2] 1.5 mL e ot .
2. ¥ 1 mL ) CE Grade Water LI3K1FIKR BN 46 mg/mL FI R -
3. HEZEFM, SRR ZER, HEIEAKTLER.
4

AMERI, RIS AERSAL -
il 2 P i v VAE 2 0 T P AR E £ 24 /N

#1434kt )5 1IgG Control Standard

TR TR T T AR R

1. % IgG Control Standard.

a. WERRWIWIETT, EMUKFE T ECE - 1gG Control Standard, & T %R N5 4 fif
%o

b. G IR & A IS VR & LR B, SRR % 95 L A6 -
c. T 0, REKHREMEFIE -35°C £ -15°C K%M T.

2. {#F—4 95 uL [ IgG Control Standard 254y . % EA %, {4 IE =R T % .
1] 1IgG Control Standard & *¥s il 2 uL 1 10 kDa Internal Standard.

4. VRN 5 uL B 250 mM IAM Y.

AR CE-SDS Protein Analysis {7 & i&ff] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 %4t
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il A

5. i, MRJEMEHERIE GRS .

6. TEEOHLTLL 300 g HIZEATREIEEE 1 720t

7. REOEREEEKS, SRJETE 70 °C KK INAIREEY) 10 74,

8. MUKIHRIMEC, B E & 3 bl DUEEBRA RIS

P it Al ORAFASE K 2T 24 /NI

9. FEMUTPIREVRIL RJE B LI 300 g ISR M RIILIER: 1 b
10. FIFEAFLARER AN 100 pL 145 HIARHE i o

K FREARSUNR DAL S REAR A, ff AR E LB AH R i 8 4 2.0 mL 1) CE-
SDS Gel Buffer.

M. e B R —JZ B, SRS DAL 30 g MISRAE T IREREASLAR 4 708, DATEERSL
JRAR AT T

il AR A
R FIORFF G
VW H K EE

i SDS-MW Sample Buffer J&, w8 iK% 404 0.2 mg/mL £ 2 mg/mL. A3k1E etk
gER, HUEARKE N 1 mg/mL. R EAFKEN R, TAe FE SDS 4Aa AL, Ml
FEAE SRR R . R E A FUR IS, FTREH IS T .

SRS U PR 5 9 R 93 B 3 6 B 11 SR AR v () BRI E B AR BB . I R ER IR L vy, DT i H B
RAE T MEHEE . TS PILUN RS XE A AR A AT 2 077 B 4 o

il £ 3 SRR A
FERE FEIBIHRE T T A i

1. H SDS-MW Sample Buffer 4+ 48 2 S 4&F 9 95 pL, LA5#] 0.2 mg/mL 2
2 mg/mL B4 B E IR B .

TR K AT 45 L FIREATRINE] SDS-MW FEA G i . 0 S 75 2 1 i
45 pL, JUTELE B G2 SRR 2 R IR AR AR AR

[ FEAS IR B0 TR n 2 uL Y 10 kDa Internal Standard.

FENME N, [fE B O E IR 5 L 1 2-5ikk 8.

MRS OE R, ARG SRR E

8 B O AHLAE 300 g 2640 NRE IR 1 05D

R DS B R, ARG AE 70 °C 4644 Fn#k 10 43%p.

o bk DN

TR A RAZ R A R AE sl T AR SE, IATHE 100 °C Rk 3 204t
7. WOKIETCRORECGE, FE LD 3 bl DUEEBA H B =R

CE-SDS Protein Analysis 7% i& | T- BioPhase IR
8800 %41 RUO-IDV-05-8662-ZH-D
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il SR A

8. REHARNE, REMHEOYLLE 300 g M MF T IER 1 7048,

9. [IBEARSLAAIN 100 pL & HIREA .

XFFREARFLR DA SRR B+, AR D FUAR LA i+ A 2.0 mL 1) CE-
SDS Gel Buffer.

10. fEMR B & — =R, REMHTEOHLE 30 g IS PIREAEASLIR 4 7081, LLHRRAL
JRAB AT

fil] & AR L B AR A

AR R REA Z B, 4% 250 mM B ZEEE (IAM) . 1S LR = #4250 mM
lodoacetamide Solution. 1AM & 7E§il & FEAET FHAE AL, AT B SR 1 B 20 B 2038 i B
i R R

TEARIRJFE AT, FEARDIUE Ml N IN# AN SDS 4546 . H2, il nl /e 3 8 A 5
£, XA RELiE EEAR T PR, SCIEX B UCR B B, DL KA B i/ IR
FEIE I . SCIEX JE U JEIE AL A AR pH SDS FEARZ M2 —. SLEIE,
Low pH Phosphate SDS Sample Buffer 9§/ #vif5 & iz (I RUR LT SDS-MW Sample
Buffer.

R NIRRT AR R .

1. F SDS-MW Sample Buffer ¥ AR 2 L4468 95 L, LAS3] 0.2 mg/mL &
2 mg/mL BB R E .

TR W AN 45 UL FIREATRINE] SDS-MW FEAGE phi b, o 75 2 i it
45 pL, JULEAE F G2 AR R IR AR RE AR

[ REAS R B0 TR N 2 uL 1 10 kDa Internal Standard.

7EE X, ¥ 5 ul 19 250 mM 1AM IERIIAFEARE .

B OHLTE 300 g 26 1F R s 1 4350,

A FH 3 5

£ 70 °C BI7KH HIMBGRAEY) 10 4350

MoK, B8R>3 0%, DMERBA R =G,

A REA LRSI 100 b i 4 FREA

X FREARFUMR B S FEAR R s, Bt DL AR R (A 4 2.0 mL 1) CE-
SDS Gel Buffer.

9. fEMR LA —ZEE, REMHEOHFE 30 g KIS N FEASLR 4 281, BUERRAL
JRAB AT

Xt A BUREAS R AT 22 15 B

IS BT R R B A0 73 2 0] B B SRR A B BRI FEARBURR . A SRRV i T 1 ¢ BERR Eh G2 vf
#HK (PBS), WA R tRBURE S AIEHEE . AT ATEFe b 20 B AT G2 b B e

© N o o bk DN

L8R CE-SDS Protein Analysis i/ & i& ] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 %4t

17177



il SR AEA

VR 7 P EC A5 4 AT I B ok bR B R, i85 2 L b T
.

TR AT IgG BEAS, AEAFH MicroCon-30kDa it JE#%, AT 2 iR IgG FEAH (I 55
55 (25 kDa), 34l 45 R WL B HERf .

1. ¥ A mL EARAEAINAGER SO ERE .
o XFF IgG FEA, f#iH Microcon-10kDa &5/0id €45 .
o XTHARE A, f#H Amicon Ultra-4 Ol e HE .
8 B L HLAE 4,000 g 564 T IEREFEAR 15 74

3. ¥hn 2 mL ) SDS-MW Sample Buffer, #R & 1# F 25O HLEE 4,000 g 2618 FligisREA
25 435

4. NCHE RSO PESE B A E A FH A, SRS ELOLE 1,000 g AT i
3 418l
BT BCR R AE N

5. RKWURME B PO 2iE A i E .

6. WIEEAFKE.
7 SDS-MW Sample Buffer, {24 E N 1 mg/mL.

ﬁiﬁﬁﬁ% pH FEAZ 177

R SCIEX 7 A M MARIAK pH FEARZ 75, Bl Low pH SDS Sample Buffer (Tris, pH
6.8) (fL{{E CE-SDS Protein Analysis {84 Frl&f) Low pH Phosphate SDS
Sample Buffer (pH 6.5).

HUFEATE pH EHERFEARZZ A B nfe g . Wi BEHEREE IR ER BT,
B2 5 7E pH {4 9 ) SDS-MW Sample Buffer i a e FaE . {8 K pH Z20h 575 ] £
FEA

B FHARAT—FPIC pH FEARZZ MR, FMEHT PR 7T VE R & A A, {Ha2 K SDS-MW Sample
Buffer £ #:°4 Low pH SDS Sample Buffer (pH 6.8) 5 Low pH Phosphate SDS Sample
Buffer (pH 6.5).

MK pH EZ2 R K8 7 9 BE G, FRAT T SO iy A R R BN URE e B 53, AT B
IERME S E R RIERF DT FEAR B > B 0. B0, A2 B 7k S s ke

CE-SDS Protein Analysis 7% i&H T- BioPhase 6 P
8800 #4¢ RUO-IDV-05-8662-ZH-D
18/77



#E4 BioPhase 8800 % 4; 5

1 F A5 T (R R 1 4% BioPhase 8800 %4t LU SRAE % .
AT R FRE R 48 O IE R 22 38 311861k .

PR N T AR, AR EEAT 20T 30 BT R G, DM

&N ORI S O FLAR

ke BB BV, V12048 SE BT R G B G rhiR] . IR AT BE i o0 B i) AL

1.

2 REEGRIFLBAT R R A In 2R O AL 52K & D-4.
R 2R A AR

TERE: X AL, BRI BT, ARRDORFE LR M B fL. AR FLA i
i, DIURFFAA

2% 5-1 RN AT E LA a5

fLAk el
PNEER 7 800 pL/fL
H LR o BEANEL 2.8 mL BT, T BB AR

o HANFL 1.5 mL [ CE Grade Water, A TJEHif &

FEMR BB R AR

N R RGN . V)20 FY A SLBCE B RR IR B . BT RE S BURFLIRCR
T, AT BT 77 2R Gt B ]

VERE: AR B USA Scientific i) X-Pierce £ T 361E. 4 RAEFIAS R AR,  JAEAd A
Z AT IR

R fLBURGE it a0 Sk, SRJA1E 30 g HIZRAT T hEhs 4 0%t B0k i R f P

Nl IEAERRR SR . UIZVRARIE R PR 2 RSB A RS AAERE RS
B BRI

WERFLIR P AAEE S . G RAFAE S, W o s ARG 250 77 (RCF) PRI 55 FLAR -
SFFRFFL, oKk RCF A 1,000g. % THEAFLIR, # Kk RCF 4 375g.

TERTTHIMR L, fii# Eject Reagent.

AR CE-SDS Protein Analysis {5/ & i&f] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 Z %

19177



% BioPhase 8800 #4:

¥ 5-1 Eject Reagent %41l

E

Eject Reagent

LR EFTFF .

6. MR B EERE.
D IR RGN . BUT B HT, VIZPRBCEAN RS . A7 MRS AR R, w]
Ae 2P IA B 41 E AR

o IR E A E R, DUPRE X e LR

8. XHHEEGIN BALBR A S5, AR SR AL LR B SR

9. #ALRRFH DRI AL T A2 L7, SR IE LR O F LR E SR TH

10. fih#i Load Reagent.

| 5-2 Load Reagent %4l

Load Reagent

FLAR ZE R

INEAEA N FATH H LR

1. IR R FEAR R B AN LR T . 152 & [ D-3.
HEFEFEA RN 100 pL.
B/AMEAEY 50 pL.  HORFEAETY 200 pL.
2. AT VIEBABME, WRAAEIFIEREN LA REAR S, W RS2 L E N 100
WL % 200 pL FeAZ ).
WARFES B FEA, WALAT LR B N2
3. ARIEAEARSLAT R sl AN BIRE A I D Utk . WS IE: 18 D-3.
KRN 2.0 mLs
R R AR

XS A REA T BEATUR L OFERTS, T3 D FLAR ERISI SIS 4T 2.0 mL (04 B
.

ke T CLBR, #iRE A T4 BT, SRR DOETESLRZE M AL AR FLH -
Wi, BIIRFF A

CE-SDS Protein Analysis {57l % i&H T BioPhase IRk ]
8800 R4t RUO-IDV-05-8662-ZH-D
20/77



4 BioPhase 8800 %#4:

9.

10.
11.
12.

R 5-2 FEAH 1 ALt
FLAR L%l
i H ALK 2.0 mL B G HIAL

FEMR B R R

N R RGN . DIZ0AE I SLBCE B RR IR B . BT RE S BIRFLIRCR
T, AT 3 BU% 77 2R Gt B i)

ke Ak H USA Scientific 1) X-Pierce EZeid 15k, AR AE AR AORE, U2 A
ZHTEAT I

RefLBURE Al a0 Sk, SRJATE 30 g HIZRAT T Iehe 4 0%t WOk i R fr T

A PEERBFREE R . V120K ARSI Be e R 2 U FLBCR A R S A7E U RE 2 9
By BRI

P RALBCR A AT ARAFAE I, 8P B s B X RS 00 ) (RCF) PR #E LA -
STIRAILR, Bk RCF 4 1,000g. * THEASLR, Bk RCF A4 375g.

TERTIHIMR L, fili# Eject Sample.

4 5-3 Eject Sample %4l
. a8
L X X ]

‘.

Eject Sample

LR EFTIT
P LR R

Nl EAER R GU RN . BUR B2, UIZVRHCR AR GE. 18T R A AA A B, U mT

RE S BIR BN R0 o

WAL E SRS RSN, P IR LA LR

[l £3 = 2 N T [ PO T DO R et W DO R A W (N S 110 i 1 ot S i
VAREFEAR W ORI 7 ), AL T2 By, AN R BUScE IR R 2L 5 1
fi# Load Sample.

INAEEET ) CE-SDS Protein Analysis {5/ & i&ff] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 %4t

21/77



% BioPhase 8800 #4:

K 5-4 Load Sample %41l

Load Sample

LI K.
A EME &

A LHVRNIfER. FEERERE BINE R A .

NG I TERI RGERIR . VD0 2 v R s AR A A . BN . R R HBRER
TR Egs s . BRI S S EMEEE. 5 NFEEAY PN R AR,
HH B LS Bl
1. MAZAREEN. BAERNG. FaBHRM-EE TN,
2. WMRREINBAAAEER SRR, W RS s EEEE R . EEE, BT
R S
VERE: V)2 A R s e v TR R
3. WRBERmIEE, WPATIEAE:
a. f#iH CE Grade Water j&5¥E B4 A,
b. A FHICHR S = A FHAN 7 /N OB B A0 1
4. RO A B W DM RSB Ak, W H 2 4 s A
WA DA H R 25 . Y2l B K B HAR AR TS s B & 1.
ANy TR RGN . V)20 A8 R BE S B S5 A LA RS BANE & 1. AVIATISE
KL, U1 & DGR B Y nT RE SRR 2% .

5. M OB TN LA BN s, REEFES R RN, 2 RaZ i TS
2 A
AR

A BHVRNIfER. FEERERB BANE IR A .

& T R TSEM . AFTITATIARES , A B TR I 3l AR 2= .

N BRI RGN . BRI RS 2R &2 AR BRI .. BN RS R &,
1. WURREAAAEKAE T, WAE-R& P 2] =i K2 30 7081, PABTIEAE R g b Rk A v ik

CE-SDS Protein Analysis 7% i&/H T- BioPhase S 6 P
8800 #4¢ RUO-IDV-05-8662-ZH-D
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1% BioPhase 8800 % 4;

MIBAFERE PG R & .

B R B AR A L

o N

FH Ak
4 5-5 - D

ke g | BT R & A, PRI A i

il — IR P S B0 K T AR R T BB A AR R & P B R ORI IX . D)2

i H Eitipay
1 H LR S 3
2 N ISR 5 e 4

6. WRWFIALBOR R R G, W2 e, i

e
7. ATIFHTEONG ARJEHR RS RS

ZR AN E: InEGFN DA 5L

8. KMIATHNR, A5t EJECTED LIE R&.

I FH Fi e
RUO-IDV-05-8662-ZH-D

CE-SDS Protein Analysis 7 %; i& T BioPhase
8800 %4t
23/77



% BioPhase 8800 #4:

| 5-6 EJECTED #%4H

HURR T R EE A5, W SERTEH H S e, AR A a1
wmkasxsn O, weammEm, bUres.
ZABRATURG, BB GRRE 1 FORE, RIETRIUR, B o

A CE Grade Water.

R A A AR B A R . A B, R GERIIIE B AR A A R 7 o
SR (RAE RARRD) PISINBAE R &R IR E T

INEE T
RUO-IDV-05-8662-ZH-D

CE-SDS Protein Analysis {7 & i@ T BioPhase

8800 = 4;
24177



G ATREAS 6

MRITHAR )= B 5

¢ F] Waters Empower™ 5, 15S RN &Y JHaIFEAHE 7.

1.

WARTE, RERE. WAL AR .

2. fERTHEIBR L, filf< RUN SEQUENCE.

| 6-1 RUN SEQUENCE #%4H

=

RUN SEQUENCE

7t Projects %, fil#< CE-SDS Project.

7t Available Sequences E A% A, Al 5128 S A B 1741

o XTRJEREA, Hi; CE-SDS MITF 5.

o XTIERJEEA, RddEE)E CE-SDS J7 4.

o XTAEHIR pH FEAZE phAIH S REA, B K pH FEAZE rhiT CE-SDS 751 .

(ATk) EEFTTE. FEAREGSFIUREAE R, il Method %1 P RAL A7 B
TR VEAN{E B, % 51 BUAE .

fii ¥ Run Sequence.

6-2 Run Sequence %41l

WMRFIEEH RGN E ARSI, WA 2 EH Run Sequence.
G SRR T B 48 E A B

WEARAEIZAT IR A, JF H P AA iR KR J57%, 1) BioPhase 8800 R4k 5 3%
R IR T

AT, WHAT & FRME. WS LR %% 75 BioPhase 8800 A I+ iz
'/Tfo

Mis4T5E N, Run Completed X iEHEFT IT .

J% FH 45 R CE-SDS Protein Analysis 7 %; i& ] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 R4t

25/77



IBATHEA

| 6-3 Run Completed X}ifHE

Run Completed X

'0' Sequence run Completed Successfully

7. filFE OK PLCH] Run Completed X 1 AE .
8. MIMHEMARE. WML TEN: BITEHEARE,

£ BioPhase 8800 Fij it 4 Wiz 4T

{5 R AR P B U P B R, AR S AR 7R 1 B 1R A
Ef F Waters Empower™ #f:, iEZ L FET: /£ Waters Empower™ i /FH IR MZ1T

HR FEPERNFSHETEMBEK. ©A %8R CE-SDS Protein Analysis 177 & 1751 .
1. MEIRS DU #S AR I L, AR ORT A IEAEIEAT .

2. AN EAGIN A, ) 0 f21R3847, SRJEAE Warning XERES, s 3k
* Yes: ﬁii‘%}:)ﬁﬂﬂ’fmﬁf Sk (R cfeE
o No: UIFARFREEE IR T2 ) fih 45 1% 7001

R A5 IEB AT T BE & S EREA B 2R R R &
o ERSEIEAT, 1R Cancel.

6-4 Warning i HE

i, Do you want to abort the sequence and start the
error recovery method? Aborting the sequence
may scrap sample/reagent.

Yes to abort and start the error recovery method.
No to abort immediately (may damage the
cartridge).

O T

CE-SDS Protein Analysis 7% i@ T BioPhase 6 P
8800 R4t RUO-IDV-05-8662-ZH-D
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IBATHEA

N0 RN RGHUR . WRIZATZIE EAKREIBAT, WA R S i A R P 7 i
PeBAE . WERAMHETE, WM SRS 2 RPUF R MEHE. K% E
AL FEABERER A AR R . IS

Nl ER R GURIR . JTURIZAT AT, BAORTE 2 BCE e VB, AR 1E 3Rl DR T g
IUENEEZiAR7 N

ANl ERISHR S R . AEEFOTIRIZATZ AT, #EEFeliR. mRisiT ek, WnTae
AT AL % IR AT T e % I8 AT

ANl WEFERI SRR SE R . WURFEARAE R 98 A ICE RO (A1 24 /i, E B OTHIRIZITZ
AR EFE . FEASIPERE AT REC T B

3. WURMAE, FE LR BB BRI TR i OK.

S FHAE R CE-SDS Protein Analysis {7/ & i&ff] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 R4
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IBATHEA

K 6-5 12177 AHH ik

= ] ( 1oabeD
L]
== PROJECTS (5) ! cIEF 1.1/clEF Sequence
L]
Method Sample Reagent
X
clEF Condition : = = = = =
[ ] a ERERO
° a ERERS
[ ] a ERERO
° a ERERS
[ ] a ERERO
[ ] a ERENS
Method requires capillary type of Neutral. but installed is BareFusedsSilica.
Method Remaining Time : 0.0 min.
= _
| Ri Duration : 5.0 min, Plate: Reagent Inlet: Neu. Cond. Sol. \|
\ inse 700 psi Location : Column 2 Qutlet: Waste )
clE
2 = ! . .
wgw Error in method while running the Sequence
Inje
v
CEFShutdown @ HHHH
[ ] [ ] sEEER
[ ] a |EEEn
[ ] [ ] sEEER
[ ] a |EEEn
[ ] [ ] sEEER
[ ] a aEan

TR 1% @ 27K Rinse AT HIHTR. Rinse #AF L7171 K A SRR % 5AF IE

FEREAT B 58 B

4. BEHIR:

a. WA 010 Events w5ikdin @,

b. fiif Initialize System LUEH 1AL RS, 2RJ5R RGUIRES SO IH

CE-SDS Protein Analysis i # i& |l T BioPhase
8800 %%
2877

R TE R
RUO-IDV-05-8662-ZH-D



IBATHEA

K 6-6 /7 Al iR S H &

2058

2057

4/8/2022 5:40:24 FM

4/8/2022 5:38:49 FM

Unable to complete error recovery method, moving trays to Home
positions.
Seguence run is cancelled, error recovery method initiated.

INI| Initialize System

5. WHYE, fiif% Pause Run LLE{5i51T .

82 P 46 P

RUO-IDV-05-8662-ZH-D

CE-SDS Protein Analysis 7| i& i T- BioPhase

8800 R%
29/77



IBATHEA

K 6-7 ia1T ILEHHT I 7 51

Time On: 0:29

=== PROJECTS (6) Testlocal/Sequence Temp20

Method Sample Reagent

Method_062521_Te

mp20
Rep #1

Method Remaining Time : 1.1 minutes

X

-

Separate

1.0 kV, 0.1 minutes. ramp Location : Column 3 Qutlet: Water

Duration : 1.0 minutes Tray: Reagent Inlet:  Chemical Mobilizer

R

6. ELLE1T, 1M Cancel Pause.

CE-SDS Protein Analysis i/ & & T BioPhase
8800 R4t
30/77

IS FH 46 B
RUO-IDV-05-8662-ZH-D



IBATHEA

K 6-8 HLfT/n shigtT 4]

Ready In: 5

=  PROJECTS (5)  SwVerification/Short Sequence New 1
M

ethod Sample Reagent
short Landitioning
Method

1

Short Method 1
Rep #1

ra
sssessee
SEEEEEEE

Method Remaining Time : 2.3 minutes
V _

s
|
-
,

& Iniect Duration : 5 seconds Tray : Sample Inlet :
Y 1.0 psi Location : Column 3 Qutlet: Reagent 11
.
® | Wait Duration : 0.1 minutes Tray : Reagent Inlet: Reagent 2
Location : Column 3 Qutlet: Reagent 12
( Duration : 1.6 minutes
; Tray : Reagent Inlet: Reagent 3
Separate 10KV, 9'1 minutes. ramp, Location : Celumn 4 Qutlet: Reagent 13
30.0 psi, Forward

7 EETAEREERE, ek BN,

R N R T EIEE . e SRR CE-SDS Protein Analysis 5551 & il %
IFEAR IR

ISR T CE-SDS Protein Analysis ;7| & i&/f - BioPhase
RUO-IDV-05-8662-ZH-D 8800 R4t
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IBATHEA

Kl 6-9 BAEFLE

LOADED
Auto Zaro
. 2 o002 I o0z
. - | -
View All 2 ¥
H | | H
£ £
i oo — B -
o d == 2
A 00 0.0 200 300 00 100 200 300
Time (minutes) Time (minutes)
D
g =
B g oo g o 1
g g
£ g l |
2 3 |
H H Ll
2 ¢ 2 0 A
o < L
C
00 0.0 200 300 o0 00 200 300
Time (minutes) Time (minutes)
E F
D I o002 | 2 ooz
& | o
g &
|
g 5
2 0 by J & o
E < ’ <
00 100 200 300 o0 100 200 300
Time (minutes) Time (minutes)
F H
s 5
s < oo
@ +
g &
|||
H 5 I8
G 2 0 i [ ]."h AN R .
< <
00 100 200 300 o0 00 200 300
Time (minutes) Time (minutes)
H

8. (WL FROREIE, WEHAT AT BRfk:
a. fili# Overlay.
b. M TFIRBOREEE /) UL EE Bk B .
c. MEHFRERE sk EE.

TR G RE A AT Gl 2 A0 R AT ) B AL o

CE-SDS Protein Analysis 7| # i& |l T BioPhase
8800 R4t
32/77

INGEE T
RUO-IDV-05-8662-ZH-D



IBATHEA

€] 6-10 HOKH4H /)

Current Mixed

Absorbance (AU)

H
I~ 1
[:l System Status Voltage Separation @ T ey
2 Action Progress 0.6 of 3.0 min.
[E  Method Screen lock Log off
(M %] A\ == e ) 09:02 AM
25.0°C 25.0°C 0.0 psi 20kV  1182pA uv Normal 2/16/2022

9. MfRIBITREMH B8 TIHE Sequence run Completed Successfully. fEIZATIGHAE
H, fild OK.

Kl 6-11 1217 L8k

'o' Sequence run Completed Successfully

J% FH 45 R CE-SDS Protein Analysis 7% i& ] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 R4t
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IBATHEA

RV E

BEEYfeE A R A Ek . B RE. WL, FEARLIR
s AGRBE I & FEARIS, TR e . LA RE & IR & A AP fe FE R

& 7o
BATEE R &

BEVRDER. FRERERK. BHE KR A B

REMAAN AT =K

1. WRFHNENFEARE 71 RAAFE I i, WM G 5 S v B .
%% 771 | CE-SDS Gel Buffer 75 E41% .

2. B REEAERG PG RE =K, JFHBMEmRNRZA CE Grade Water 1.
VERE: QAR G AN (RN )i 3 = N BRBE A, UFESRAT 43 B B RS AT IR 15 75 s
BT )R =K

1. WRFHSEEARAE T L REIE IR TR, WME R Z A 7 T8 BAE
% )7 CE-SDS Gel Buffer 78 E41%E .

2. 1E 80 psi KL /) F{#F] CE Grade Water {HETL4%E 10 2040 LLBETIE I .

3. 7 BioPhase 8800 RAHT ML t, s IS (Loaded), 4RJF 55 ks
Iy,
S A A BV AR, S B

4. MAGHEHR&, REBHEMAEAE 2°C &£ 8°C %4 F, BAMEmMNIEN CE Grade
Water 1.

TR E WIS AT A Y CE Grade Water, LAGuitit b HIUMAEM K.

RS R
o WRREGARM RN BT R, B3 O KN AR, WAEH CE-SDS 75 U VAT B4

R N TR EP AR R, R R B R G AT, OB AR S AR Y R K
I3

CE-SDS Protein Analysis 7% i&H T- BioPhase ] 6 P
8800 #4¢ RUO-IDV-05-8662-ZH-D
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VAREAEE 7

55 2t Z 800 ot B s
VERS: SR B8 ] Waters Empower™ 3R AEEE, IR A& .

NI A A R T AT iE Tt BioPhase Analysis B8 I - T S ECC o M . i S
AL R BEAT AR AR5 Bt T e 75 ZE I P 15 2.

ke AREFPEUE 57478 BioPhase ¥t @AM, 1S FSCH: (BB RS .

TR AR B T S 8OO R R . X eS0T Be I AR BTl Bl SR R A A

1. {E BioPhase ¥ {13 7{ I, H.if; Data Analysis.
BioPhase Analysis # 1 %& H 4T .

2. . File > Open, EFESHTIIEHE M, A5 . Open.

3. {f Project T EA~rf, mif o | 5113 CE-SDS Reduced IgG Analysis, #X/5 Hii;
gEeSnDS Reduced IgG Analysis SCHF 2 1Z 5 BT B 54

4. figgrpsd ®, SRIG1EFE Apply & Analyze (all).

B Integration. Library A1 Post Analysis 12655 H ) Bt A7 2 858 H T i Ay #8080 S0k
RTS8

fE Files B, SCAF4 EBana LR EE odr. CiRmIER 4R Box7E Peaks 5
Hre

1f Data @i+, T RERERE N RS . ERETE, 275 RMS Noise. P-
P Noise #ll Drift. fEEEd, HLEIRNAE, BE SR ANKEOKTFLL. 50 iR
AT I L o T B ARiE, WETIONZL Bbnic, K S NS EART .

K g BT LU R B R
o Sn. WEXERT Library 50K I Marker Table Hr )i,
o WEfh. UEXER T Library 30K L Peak Table Hf)I4 .
o Zfh. XM A AL I
WHEH LT RS fEgiR.
5 {EEE L ERIEZTR,
a. A A
Information Setup X} iHHERERIFT T .
b. 1%+t Name LA EAEREE EAFKEMIBER, #lin MT, A)5HdE OK.

L8R CE-SDS Protein Analysis {7/ & i& ] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 Z %
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AIRAEI

10.

11.

C. E‘EE‘ ri‘ o
WK RIERIE L. ST &S EgiR.

ARSI SR RE . ZRARK AR, HSEE: CRIFRBIR
i) ) R

i 513 T U7 Files &%, #RJ51% T Up Al Down #7k# LAfE Data it &G &
AN HIEE -

AR, FEETE R X B E) DUBCR R, AT A 2 X3 rh U I A 4015

SURY T B IR B AR N BRSO RO, e € S AR S R A R B4

WHE.

ORI NI R B S8, AR 1R E R s .

7 Marker Table il Peak Table H )i fr) e vk (&1 1 .

a. XIT Marker Table I Peak Table {155, Hfi R AE EIE HFbric 1 IE#f B0,
b. RIETE, A% Marker Table /] MT I Peak Table /) MT (& Cal MT) .

c. IUETE, J% Tol f Crit, A5pms @

+ Tol ZULHEKE F K& 5 Marker Table 5% Peak Table H AU A 2. BN & LA
H o b sl A 2

* Crit 52 5 ZE VL AL HYIERFAL -
* Ctr: JLPCES VI B e i iy e
« Ht: VLECYE B s i
 Area: VLMLl K0

d. migsmis AmEn, maeed ® ) g5 Apply & Analyze (all).
P 24 T S T A SR 1

(3%) 1F Project TR e, i BN, m sk, wmPefr®, S5 5k OK.
ST AR B S o B A6

(WTH) 7E File T AR, At ), %51k Print (all).
Data B K 1 P4 2 6 A2 R BB AT ET . 0075 % T BRI A AR A, 5 20 L
P 0 B AR CRAE SR

# File T A, et B), msie save (al).
WL CRIEATBED WP B R B S

# File T A, st DX, 5% Close (all).

12.

I A SRR A A
CE-SDS Protein Analysis 7% i&H T- BioPhase I 6 P
8800 #4¢ RUO-IDV-05-8662-ZH-D
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[TRERAE S

| 7-1 SDS-MW Sample Buffer H1 ({35 IgG FEA

50000 - 1o
40000 |- E@ 15
g
~ 30000 |
2 410
3 5 5
& 20000 g N
2 g ) 4-15
< N i
10000 - ¢
J"
0 J “
| 425
-10000 ! : j
0 10 20 30
Time (min)
| 7-2 SDS-MW Sample Buffer H1[#)it 5 1gG FfA
40000 -
10
2 2
30000 = z
| ¥ 1.
%
= =
% 20000 - §1 .10
§ 1 %
=
= 10000 - 5 - -15
A ’u L 4 -20
o= = — e ___/ : 1 LI | '
425
i i i 'l i
0 5 10 15 20 25 30
Time [min)
J% FH 45 R CE-SDS Protein Analysis 7% i& ] T BioPhase

RUO-IDV-05-8662-ZH-D

8800 # 4t
37177
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AIRAEI

& 7-3 Low pH SDS Sample Buffer 1(¢] NIST IgG k74

S0000
B
]
-3
40000 g
2 30000}
# R
g 20000 - g
10000 -
5z : ;
B o ® i
Y — e — " |! I : I=I Li :
] 5 10 15 ZID 25 an
Time (min)
| 7-4 SDS-MW Sample Buffer # ) MW Size Standard
g
30000
g
g <
S R 3
%‘L 20000 ¢ §
2 2
< 10000

1 1
0 5 10 15 20 25
Time (min)

B 7 Overlay £ L p)gh R

Overlay LT B Prife e SCAH B . TR O & Pk B S gt 5 8, LA RS
&R .

TR AT AR RGEHTEDIRE. ARAGEMTENFEE, SRS GRIERIER) .

CE-SDS Protein Analysis 7% i& | T- BioPhase ] 6 P
8800 %41 RUO-IDV-05-8662-ZH-D

38177

30



PADIEVEIE

1. 3790 BRI A RARR K e e SO, RE il . W &2, W24
HEIGRS NiE

2. 7 Files wifgrh, i B, SYEHTIF Overlay .

K 7-5 Overlay %

rI
200000 |- J | i
~ A " - |

|
150000 = I h PI

100000

Absorbance (pAl)

50000 - A_A J\

-
3

S

-
—_

Is_
]
=]

v] 5 10 15
Time (mirn)

T 2 o0 N T Files T # H B SC 44 55 120 1) 64 L ) 68
BOHL L5 R T Files &8 BT it OO (3254
3. BRI EITEA M TP LA B 2
TR HUL— RV EE R NS BT, K — R BT .
4. 115 Overlay &I ERIFTA U AR

7-6 Results Table

RED122-06 Reduced IgG_20201229_171339_Cap_H “| Reference - Al v
) Name Mr(2)  calmT

RED122-06 Reduced |gG_20201229_171339_Cap_H <1= 12.2000 0.98

RED122-06 Reduced IgG_20201229_171339_Cap_F  <1= 12.1750 1.00

RED122-06 Reduced IgG_20201229_171339_Cap_G <1> 12,1500 1.00

Rl |
J% FH 45 R CE-SDS Protein Analysis 7% i& ] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 %%
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AIEAEI

T H ik
1 SH A
2 Iy
3 W 25 R ORAT 212 5 73 B SO

a. H.ili Results Table #r /&4 fll 51122 LLIL 28R
FRME T LA R

« Reference - All: 7f Results Table 1, So~Z 044 A0 (%5 L BUAE AT A HoAth 2005
XA EANER TS B

+ Reference - Peak Table: 7F Results Table #', /xS 4 HIE TG
HoAth B C A 2 eI g E B

+ Named Peaks: ff Results Table #7, E/~fEfEdE 4 AT A 2SS
=

Lo

« All Data (not displayed): 5 {HA o BT A 20 SO R I Fr A g M gt 5 2.
+ System Suitability: WIHAESHTEARN B H 7 RGUEA T, BN R GE R

= o

U SRV TR AS N (R VL A EAE 5% LA, U RTIA D R SO g 55 2 25 SO v g U
TR

b. REAMPFIR, REEFESE L.
SR T 5 P HAt ST R AT LU SCAE
45 Reference - All fll Reference - Peak Table ) #fdi 1 &% S 1F.
Results Table 53, L& ik 70 b B8R Gead R &

IR %ESE T All Data (not displayed), ] Results Table A%, EEEL R, #id Save
PAKE 25 RAORAFE I 5 0y B SO, AR A FAb R 5 R 4T iz oA«

5. (W) wEEE 4 BUMHAFRNSE A EE AR 8.
(nfik) Hif; Save.
Results Table 2 R 17 12 5 4 B SCA A o AXUCRFERAG HH BoR B4
TERe: BRAE RS E S5 5, #d7 File > Save Report. 45 51317y PDF 1.

7. (W) #i5 File > Print.
Overlay 10 1< 1) P9 258 FH 24 Ji i A5 BT B

8. (Wit ¢ File TAAh, masd B, 5 save (an).
ot 225 143472 KO RLE) A 58 SR AT SRR SO o

9. {1F File TR, it LX, #J51E#% Close (all).

I Al SR A
CE-SDS Protein Analysis 7% i&/H T- BioPhase 6 P
8800 #4¢ RUO-IDV-05-8662-ZH-D
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PADIEVEIE

fill X 1 52 EE A A 1) LA

N T IR SOP & a7 3 FH s HC Aty Ay 61 522 P45 52 B2 A N TR B G B A Joid 2 14 70
BARYE R S BURAMBAE IR B B % R AR RG] RE & S BN I
I T P 22 57 o

WAl fE (RN NGB IEEA E ) o PR AT (EH >k H SCIEX #7110
kDa Internal Standard BFEAH 1 £ IE(E NS HhrEY)) & CE-SDS 7 #r iz 2 M R4
& AYERRE . SCIEX 581 S i FH 2t 6k 3 A% I 0] E A4 52 FE R

{6 FH MW Size Standard {5 & 7 =

EEEARAE AR T8, A X AN SR DIRE. SN R A
SWOIERHE 2

VERE: TR R AIREA T AELE 10 kDa Internal Standard, M{#FH 10 kDa Internal Standard 1£ )y
SH R IET BN 4L, FRE T F R R HER .

1. f#iF MW Size Standard 5¢RIE4T -

2. {E BioPhase Analysis #4741, fdFf] MW Size Standard [ i 8] A1 41~ & 61 2R i il
2.

3. NEIERARHEMZL . RN, KREEAFRPM T 22~ A Results Table HA1E]
JE_ERI#tIE ) Cal MT.

SCIEX #ilAE 24 IEAT 2 JG IR HEAMTIEAE T 28 . ZER R HErT 28, i F MW Size
&mmmﬁﬁ§~ﬁ,%Eﬁ%ﬁﬁ%%%ﬁ%ﬁ&ﬁ@&%ﬁ%ﬁmo
158 FH A0 ER b S 0 61 R AR A il 28
{FH LEThRE N — L ANTAR SV R X SR 2R . a0 AN bR VAR FIAE AR b #R A7 2
ZhrEY, WATEH S5 b EVR IEEFER ] TR AR 1L
1. BWERHEMZLH S
a.  FTFFEE WA UHEDI) 43 B 3045 1 25 S 0 B0 S0
b.  XTEHEHT

c. ff Marker Table ', #§5& MW Size Standard [HJUEAE AR ED .

d. XFRMrEY, EMRT Cal MT BTk NS T&.

e. i&#¥ External markers, ‘&f7 7&K 45l [) Marker Table F77 .
f.  #A X-axis Name Fl Units.

g. fE Fit Type %3&, GhFERcHEHIZ ) SAL.

2. (k) BEEUNSE, FTULE S %08 5005 R0 REAS 5008 T i
a. ff Marker Table it Ref 1/E NS FH 1%,
b. i =,
c. ff Ref MT FEtH, NS RAMPIRIFEA R B 1122060 TR TE .

A8 CE-SDS Protein Analysis {7/ & i& ] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 Z %
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AIEAEI

d. 7 Tol B, BEAAZE.
e. 1 Crit 7&K, HEEFKM
f. ik OK.
MR T S, NE KT R L, Ref Peak MT CKZ%1%)) 5 Ref Peak MT
(HMBFREE) 2 LERBIERHE M 26 T e ) (8] . RIS AR A1k, (HIXFERE
i S ER LA 2 Cal MT.
ot ® ) sk e EIL A Results Table UL Cal MT {E IEH# .

4. i Show Graph, J#fifik [ Marker Table (%R s SR el & .
Kt th 2 55 T Marker Table H1[) MT £1 Cal MT &,

5. o BN, s s MR 515 B M (dana) S

6. ‘i File > Open, #RJ5EREE 40 HT 1 S0
FHAESE 5 BRI i S HCCH:

8. Ay ® SR Apply & Analyze (all) 5 Apply & Analyze (checked).
WA bR EVHRMARFIEAR H A AEESH g, WESR. WAL, Bd -, R

ESTIEHEH ) Ref MT. Tol Al Crit {5, VM AR FY) 122 06 H B ITFE I 8] % 1
Mo

CE-SDS Protein Analysis 7% i&H T- BioPhase 6 P
8800 #4¢ RUO-IDV-05-8662-ZH-D
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{4 | Waters Empower™ #{i51TRE
ZN 8

ATTRML T 55T 4544 B Waters Empower™ %144l BioPhase 8800 driver for Empower™ 5
BioPhase 8800 &4t 11t H .

S\ BioPhase #4771k ABI @A A Tk

TERE: 1§ BioPhase #4612 () 77728 BioPhase 8800 driver for Empower™ —it#ifit. ixtl
Jik T N SCIEX M3l F#k. WS RLA R RS NEMEE L7 (Waters Empower™ #4
) .

1% #8797 1EE ] 78 Method Editors for BioPhase System %, &S5 LAR 0k :  (B4E
RAEFEY MR RS .

WE, TESRREIM I WA SEERSCHITE. TR RTERE, &8 H A
(77 1%

AR5
« CE-SDS if7i: 75 E4%E
« BT

L CE-SDS 70 &: H T JEFEA
« dEiEJE CE-SDS 4315 A TR JRFEA
o K pH FEARZ MR B TR pH FEARZE T £ BREA
 CE-SDS X: TEF AL R B, MhieBalE UMEREAT, S5 RMIT .

i R %2538 5 N BioPhase #4531 6% 5 Waters Empower™ #44-Hic & 15 A 28 J5 122 A0
TiEEE . N LAERAE QI EEIE M T iE M T i 4E .

1. 7 Waters Empower™ Software Project & 17, #.il; File > New Method > Instrument
Method.

AR CE-SDS Protein Analysis {7/ & i&ffl T BioPhase
RUO-IDV-05-8662-ZH-D 8800 Z %
43/77



f#i H| Waters Empower™ #{4-Z THEA

4 8-1 Select Desired Chromatography System X Gt

Select Desired Chromatography System

Fleaze zelect the chiomatographic spstem which pou would like o uge to acquire zamples into thiz project.

Mote that you may hawve access to bwo or more syztems with the zame Syetem Name on different nodes.

x

Sustern Name | Svztem Location | Mode Mame | Sustern Comments |

Instument 2 Laced
Instrument 3 Lace?

inztruments 2 in Dual

CE3

o]

Cancel

Help

2. BEHEEMH RS, REHT OK.
Instrument Method Editor 3] 7T

3. iy Import, RJ5 SR

%ITIEAE Instrument Method Editor % - 477, Method Settings 46 10 i 7= 78 £ il

TRt e N RS, iR TR EFHSTE, MRS T77%, S5 1E Method Editors
for BioPhase System # {4 4u1% /i ik . BSOS CR-RBnY T gmiEgBla 1A%

JHEEAT

8-2 1Y 3 )y dm 25 () Method Settings %1

Method Settings l Method Program ]

Temperature

Current Limits

™ Enable Gurrent Limiting when using Voltage

Maximum Current: 500 A

Capillary Cartridge: 25.0 ¢ ¥V wait

Sample Storage: 25.0 *C IV wait
Capillary Settings

Capillary Length: [30.0 om

Capillary Type: |E!are Fused Silica

Detector Type
O uv
¥ wait
D) LIF
™ wait

" NoDetector

Data

Data Collection Rate:

This is a read only
window.

‘Wavelength:

[
x]
=]

nm Click the Import button to
open and save an
existing SCIEX method.

To create or edita
method, open the

Emission Wavelength: nm BioPhase Method Editor
from the BioPhase 8800
PMT Gain:

file option.

2 Hz

Peak Width @50% Height: ’_7 sec

4. ("% FTJF Method Program &I LA 2 B 44 .

CE-SDS Protein Analysis 7% i@ T BioPhase

8800 #4;
44177

IASEEiET:]
RUO-IDV-05-8662-ZH-D



1 1| Waters Empower™ #{4-z T FEA

5. BEEFBRENSE, BHE2EPT.
Parameters i #% 5 5 LB~ S5

K 8-3 {23 ik gm iR %5+ ) Method Program &1

Method Settings Method Program ]

Ramp Auto )
- - Pressure | Pressure Voltage Voltage | Advance Data —
# | Action | Duration osi) Directi Inlet Outlet V) Til_lrls Polarity After Zem Collecti Mode

{min)
Dl e | oma| ol Jomewen v ||
2

Rinse 8.0 min 20.0 Basic Wash Waste
3 Rinse 5.0 min 20.0 Acid Wash Waste
4 Rinse 2.0 min 200 Water Rinse Waste
Rinse 10.0 min 80.0 CE-SDS Gel Buffer R... | Waste
[ Separate 10.0 min 20.0 | Both CE-SDS Gel Buffer S... | CE-SDS Gel ... 15.0 E.0 |Reverse 0 actions 5.0 |True o

7 Wait 0.0 min Water Dio 1 Water Dio 0 actions ﬁ
4 3

Parameters - Rinse

Duration: Reagent Type: Comments:
2.0 i Inlet: Basic Wash Outlet: \Waste

Pressure:

70.0 psi

6. TRAFTIAES k.
a. i File > Save with Method Set.
Save current Instrument Method %} iGAERE R 4T FF .

b. 7t Name B8N —N4HK.

W B LD T 30 MR, A& AR R Bk DU IR 1T
@ _ 1 %. SR LERRASH) Waters Empower™ #01E ] 42524858 30 S 45 A0 Hidth
FRR 745, (HRUEALE Method Editors for BioPhase System #F b 4idEi% 7%, X
LE R AT e 2 AR R R

c. (WAik) 7 Method Comments 7B HFiE N5 B,

d. WRHMILR, £ Password F B, BN 4ETH ) Waters Empower™ #1455
i, SRJ5 it Save.

BTSN IR GARAT B AT T H -
7. i File > Exit.

R S ANJ5¥E)GE, Instrument Method Editor % H H1 () Import #2404 A] F, FRAESSHI &
s PR E T I -

8. HEHITENTD, UGIEHAMER T EMTT 5.

A L) CE-SDS Protein Analysis {7/ & i&ff] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 %4t
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fii H| Waters Empower™ #{4-3iZ THEA

AIEEREA A T4
T HEF U AN A FEAR IR REA AT %, XRS5 A FLEL
TR BEAATTVETS BITEE . R IRATAT L 5 RIS T VERR R TTER K — 7).

1. f£ Waters Empower™ Software Run Samples & [+, #.i; BioPhase 8800 >
BioPhase Sample Set Editor.

Method Editors for BioPhase System #4477, {7x Sample Set Method Editor T.{f
B: o

2. i New Sample Set Method.
Sample Set Method Editor ] J7F, &7~ Sample Plate Setup £~ .

3. {f Sample Set Summary £ 17, H.f Method Set Name H.yut%, #R/51k#% CE-
SDS 5.

4. {f Sample Plate Layout &, #ifi 1.
T REASLIR A — %], Sample Set Summary 2> 535 LU R Bk 1L .

8-4 Sample Plate Layout %%

Sample Plate Layout

%]
[EN)
F
(%]
o
-]
[=:]
o
=
fa

n
"X XXX XX X I

5. |a) Sample Set Summary XHRMIRFEAE R 5 2 £ 91714, #ATLUT#4E:
a. ft Sample Name .CHEH, #AFEARI K.
b. . Method Set Name HiycHs, 45 WFIRHiL#EIL )5 CE-SDS 73 B Blid& 4 (1) 77 55

7‘5‘?%0
CE-SDS Protein Analysis 7% i&/H T- BioPhase 6 P
8800 #4¢ RUO-IDV-05-8662-ZH-D
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1% Fil Waters Empower™ #4147 FE A

PRV NG 2 AT RS, At IRk Apply method to all samples in

column PLKZ T iE BL s BT HEA

6. 54T, B Method Set Name H.7Cks, SRJ5i%#% CE-SDS X[

| 8-5 Sample Set Summary %

Sample Set Summary
Column | # of Injs| Plate/Well Sample Name Method Name Run Time (Minutes)
1 1 1A Washington Low pH Sample Buffer 61.5
1 1 1:B1 Hoover Low pH Sample Buffer 61.5
1 1 1:C1 Polk Low pH Sample Buffer 61.5
1 1/1:D1 Coolidge Low pH Sample Buffer 61.5
1 1 1:EA1 Jackson Low pH Sample Buffer 61.5
1 1 1R Eisenhower Low pH Sample Buffer 61.5
1 1 1:G1 Kennedy Low pH Sample Buffer 61.5
1 1 1:HA Truman Low pH Sample Buffer 61.5
7. WRER Validation s, N AIZ AR IEE R, RO EHR DUR HBoREHR R A AL
B, RJEEAT L A
WERAMFAER R, MAE/R Validation Bt .
8. DRAFHFEAL X,
a. i SAVE AS.
VERE: RAFEAERE IR, U SAVE AS #ZAANFT M. fi# ik Validation % #% o (P A #5 iR
X5 Hidi SAVE AS.
Save Sample Set X UFHEFEE T T
b. 7t Sample Set Name B -HHEAN 44 F5.
TR SHKIEBAUD T 30 M54, AL G TREECT 0 . 5 DA
@ _ 1 %. HRALERAN) Waters Empower™ #fF R[4 1 30 AR A1 Atk
Bk 25, (B %4E Method Editors for BioPhase System %t th %% 51, X
SLP AT T RE 2 A R
c. (Aik) £ Description F B T4 A5 K.,
d. Hili Save, A5 OK LAINRAF T 1%
PEATT 5K IRA7 2] Waters Empower™ B FEdi e v
9. EHAEE. RAFEITENFLEAG):
a. 1IJT Plate Layouts #£3i+.
b. (i) #id; PRINT,
Print Preview &[5 RIFT 7.
c. MRYEFEE, AN AT B ORAE S LA R o
J% FH 45 R CE-SDS Protein Analysis 7 #; i& ] T BioPhase

RUO-IDV-05-8662-ZH-D

8800 # 4t
A7I77



f#i H| Waters Empower™ #{4-Z THEA

TGS R (R B R S) HHI“Print Preview X 15 HE" 245,

d. B oeME, B EMR x.
Print Preview % i fifi B 5% 14 .

10. £ Method Editors for BioPhase System & [0+, FdikHHE, BRI LMK x,
Method Editors for BioPhase System #/45¢I4, {7k Run Samples & [,

Ja BhFEASZH JTiA
1. B REMIK. BESRUTFET: #+% BioPhase 8800 :4i.
2. {E Waters Empower™ #/} Project & 1+, #.i; Tools > Run Samples.

/| 8-6 Select Desired Chromatography System X}i%HE

Select Desired Chromatography System d

Pleaze zelect the chromatoaraphic system which you would like to use to acquire samples inta this project.

Mate that pou may have access ta twa or mare syztems with the zame System Name on different nodes.

Spstern MName | System Location | MNode Name | Spstern Comments |
Ingtrument 2 Lacel instruments 2 in Dual
Ingtrument3 Lace2 CEZ

QK. | Cancel Help

3. HRFEMHAR RS, RJEHT OK.
Run Samples & H$]F

4. PCEFLRSEA,
a. i Edit > Plates.

CE-SDS Protein Analysis 7% i&H T- BioPhase 6 P
8800 #4¢ RUO-IDV-05-8662-ZH-D
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{4 Ff Waters Empower™ #3847 FEA

4 8-7 Define Plates for Sample Set Method X} 15 HE

Define Plates For Sample Set Method

[ 2790 Layout Create Mew Flate Type | |

\E] Plate Type Name Plate Layout Position

(1] 4 | Cancel | Help |

VERS W RZAMEHEE R ARG B, 5K 2790 Layout & ikiHE.

b. H.ii Plate Type Name H.JuH%, #4J51E#F ANSI-96well2mL.
PTEAESEHT,  oRFUAR B LA E e A =X R 424

c. il Plate Layout Position #.0ks, SRJEHIA 1.

d. Hil M LA 7RIS AT R A A A FL A -
e. iy OK (RIFIEE, ARG KIAIIIEAE.

BRI BUK AT B LIRS, i Customize > Defaults, %A)5 it Plates, #HUT4 4.b
HEE e B, RiGHd OK.

7£ Sample Set Method %1, Vials %1582 £ Plate/Well.

5. $ﬁi@ (Load Sample Set).

A8 CE-SDS Protein Analysis {7/ & i&f] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 %4t
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fii H] Waters Empower™ # {43z THEA

| 8-8 Load Samples %t iiitE

Load Samples

How wiould pou like to load pour zample infarmation?
* Load using a previously created sample set method
" |sze the sample set wizard

" Finish an interrupted sample set

" Re-inject samples from a previously min sample set

" Make single injections

k. | Cancel

Help

6. H.i; Load using a previously created sample set method, #&J5 .7 OK.

8-9 Open an existing sample set method X7 G HE

Open an existing sample set methed

M armes:

*

CIEF UV zeparation
CIEF U conditioning
Fazt Glpcan

laG PO, all three

1gG PO conditioning
laG PO HRSeparation
1gG PO Separation
laG Sample Set Method

Mame;

Open | Cancel |

Help

7. HiH#E TR CE-SDS Kit Sample Set Method, 4} /5 i Open.

ZREACLH )7 V54 Samples &< H 4TIt .

8. (Wik) KEMEENNERS BioPhase 8800 R LMK,

a. Hilifi#E, JAJ51LFE Table Properties.

Table Properties X} iEHEFT T

b. i Hide All, #8515 Plate/Well. # of Injs. SampleName. Function f/
Method Set / Report or Export Method )5 1% 4E .

CE-SDS Protein Analysis 7% i@ T BioPhase
8800 #4¢
50/77

IAEEEiER:]
RUO-IDV-05-8662-ZH-D



{4 Ff Waters Empower™ #5847 FE 4

c. i OK.
FAGTEHT, CARIRFTIERZ .

8-10 Samples £k

Sample Set Method: CE SDS Kit Sample Set Method

Method Set /
T; Plate/\Well TH}D; SampleName Function Report or

Export Method

_ Condition Column CE SDS Conditioning
2 [1A1 1 | Washington | Inject Samples Low pH Sample Buffer
3 |1:B1 1 | Hoover Inject Samples Low pH Sample Buffer
4 [1:C1 1| Polk Inject Samples Low pH Sample Buffer
5 | 1:DA 1 | Coolidge Inject Samples Low pH Sample Buffer
8 [1:E1 1 | Jackzon Inject Samples Low pH Sample Buffer
T [1:FA 1 | Eizenhower | Inject Samples Low pH Sample Buffer
8 [1:G1 1 | Kennedy Inject Samples Low pH Sample Buffer
9 [1:HA 1 | Truman Inject Samples Low pH Sample Buffer

Condition Column CD SDS Shutdown

1

9. WRFEARATE. MR IER RIS R TG EHATAEME N, WAE Method
Editors for BioPhase System 4 gt 1% /7%, FHAXAR 71280 7 VA SRS AT 1A T fr] B8 o5e 8
H 3R 2R A 7V

10. £ Waters Empower™ Software Project & 1+, H#.il; @ (Start).

A2 1) CE-SDS Protein Analysis {7/ & i& ] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 %4t
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{8 Ff Waters Empower™ #1647 FE A

| 8-11 Run Sample Set X} ifHE

Run Sample Set ¥

Marme for thiz sample set : |E|ne column clEF

Sample zet methad name |Dne colurn clEF

Settings far this Sample Set

[~ wait For U ser
Fun Mode : |F|un Orly j
Suitability Mode ; |Eontinue aon Fault j

Printer : Select Printer

Shutdown Method ;| [ ERNETEES

[~ Do Mot Fun Shutdows Method During User Abaort

Run Cancel | Help |

1. A BE, %i%E Run Sample Set X ifHEH1 1115 &
a. WHWVE, 4% Name for this sample set B S E.

b. (A% Hid; Shutdown Method, #R )51k FEnhik B4 RS J5 125,
WA, R SCIEX $2trrhye 7. Byt iE=AT A, W@ —4. i
SREARH T7 1 T7 AR RN R 2 CL R R 5 S50

« JE7J: 50 psi

o FREERTE]: 2 min

< AM: K

o A EW

MR RGBT BB R, WSPAT IR 7%, REFIEIEAT .
c. WHELE, %+ Do Not Run Shutdown Method During User Abort.
d. i Run.

BATIFIG . fEIZATiERES, Sample Set Method & I X3 IELE AR (IREA (4T () S0 A
R,

CE-SDS Protein Analysis 7% i&/H T- BioPhase IR
8800 #45¢ RUO-IDV-05-8662-ZH-D

52/77



{4 Ff Waters Empower™ #3847 FEA

N IERBE E 5% VIZ11EiE1T A M BioPhase 8800 driver for Empower™ Direct
Control & & K AT #AE, RIS R4 T N EARS WA G S AT TEAEH T RE 2 T4k

7t Waters Empower™ # i1 W illiz 47
AR 7 IR A L VA RS, Wi 2, e nl g s s k.

7EFE: Waters Empower™ B4 1R 43 B b At itk st it 8 N 210 TR U T B 40 HL K
SYESREEEE, 20 Time Remaining 1 Solvent Required k% 4115 &

1.

R R, s @ (Abort) 11547

N AR B R AR T T B Z AT D208 11847 . RERALEMBIE T 1T
i, RICORAE T 2l

TR 112018 i Direct Control & # HH ) Stop 44l 1%3%4H XA H T M Direct Control &
KA s Thag.

%] 8-12 Abort Options % iiiHE

Abort Options >

When would you like to abart?
fo Abort Mol
" Abort after Vial is completed.
" Abart after Injection is completed,

" Abart run and continue on nest line,

[ Preserve queus and pause.

[ Continue with nest sample set.

] | Cancel | Help |

N0 BRI R GHUIR . WRIEATF 1L EAKER BT, WIAEAF R S i R P ik
VeBINE . WRAMBEBAE, MR MR 2 BB S RBMEHEE. K EE
A BRI AR DT e

Nl EIER R GURIR . JTHURIZAT AT, A ORTE 22 BOE B DR, AR 13RI PR T fg
AR o

Nt IBEEIAS R T, FE BB 200, WA AF IR, WaE GO, Wa
R 05 R T T 5 RS T -

A8 CE-SDS Protein Analysis {5/ & i&ff] T BioPhase
RUO-IDV-05-8662-ZH-D 8800 %4t
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R4 HCS 2012 Mfakr 54552
Acid Wash/Regenerating Solution (0.1 M HCI)

FE Y s ™ R I o AR A5 A2

Capillary Regenerator Solution A Basic Wash (0.1 M NaOH)

ST s 7 R M o AR 45425

CE-SDS Gel Buffer, pH 8, 0.2% SDS

feolr! SRR R . TR A LI A B

I9G X HEUbRHE it

L R

Low pH SDS Sample Buffer (100 mM Tris-HCI, pH 6.8, 1% SDS)

L SR MBRA

HoAth 171
NER T R IERA ED -
* CE Grade Water

« MW Size Standard
+ SDS-MW Sample Buffer
* 10 kDa Internal Standard

X A A A AT TR A P S TR Bl S A I R B Y e e e R
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1. Liu, L. Y., Ratnayake, C. K., Chapman, J., Dontha, N., Choo, S., and Reddy, M.P., Assay
of IgG Purity and Heterogeneity using High-Resolution Sodium Dodecyl Sulfate Capillary
Gel Electrophoresis, SCIEX 2018

2. Nunnally, B., Park, S.S., Patel, K., Hong, M., et. al., Chromatographia, volume 66, pp
955, 2007. "A Series of Collaborations between Various Pharmaceutical Companies and
Regulatory Authorities Concerning the Analysis of Biomolecules Using Capillary
Electrophoresis: Additional Instruments/Buffer."
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+ BioPhase #f-H ), iESHLL =Y FEMAEE VT XM (BioPhase ) .

 Waters Empower™ {1, 1S RLL IR NEMELE X F S0 (Waters Empower™
AR .

TEHAC & 6T (BioPhase )

f1%4 CE-SDS Protein Analysis 7l & 1515 o A0S H00 S0 2E 7] M sciex.com
F3RA . BRI T ECCHE, SRS L BE M .

R R LEAEH] BioPhase # %t 1.1 Wi 4 # 2 FEIAE . CE-SDS Protein Analysis izl
B0 T SCEEVE N AL RS 43055 7 BioPhase B4 1.2 WRI B m A o

1. ¥:3| sciex.com/software-support/software-downloads, #XJ57E More software downloads
&84y ¥ BioPhase Resources.

2. HMii BioPhase Project Files 1.2.

3. E File Explorer #1, fi###.d BioPhase 1.2.zip Xff, #RJ5#.d7 Extract All fift/k %
3.

4. WER|FTEME, #d Select Folder, %XJ5 ¥ Extract.
PEHU SO & ) 21 Frdk (1) SO 4%

5. FEIREUN S RAE IEM AL E . AT BL T AR

TERE: T Ui B ECE BioPhase I H U AL TERIME: C:\Biophaseo IR
HSCPEAEAN RN B, PR SR ST B2 AL B

a. 4 BioPhase 1.2\Projects\CE-SDS S(ffJeHuji |
C:\BioPhase\Projectso.

b. % BioPhase 1.2\Reagents\CE-SDS 3 ffRHijs %
C:\BioPhase\Reagents.

c. Y BioPhase 1.2\Data Analysis\CE-SDS X fJeiuii 2|
C:\BioPhase\Data Analysis.

FEFIELE L FE S (Waters Empower™ #44)

CE-SDS Protein Analysis 7l & {10 75 SCAF AT M sciex.com _F3RTH . 48T THRIAY UL 35
i, ARG HEHBIE A E .

1. ¥:3| sciex.com/software-support/software-downloads, #XJ57E More software downloads
#14> .1 BioPhase Driver Resources.
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2. Hil BioPhase Method Files 1.3.

3. 1t File Explorer #', fi$##. i BioPhase-Empower-Method-Files-1.3.zip 3f¥F,
S 5 H.f Extract All.

4. WRRMEATEAALE, #di Select Folder, 4XJ5 .1 Extract.
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W FLARAT R A7 v D

Zwl el
SRR, R R0 P2 QU HT WAL T2 000 1 D-1 A0E D-2.

¥ D-1 CE-SDS Protein Analysis 7 & A\ 17

Inlet Reagents from Reagent Set:
© m
Name Viscosity Color
Basic Wash 0.89 [ Blue
Acid Wash 0.89 [ Red
CE-5D5S Gel Buffer Rinse 80.00 [@ LawnGreen
CE-5DS Gel Buffer Sep 50.00 ([ Green
Water Rinse 0.89 [ SkyBlue
Water Dip 1 0.89 [ SkyBlue
Water Dip 2 0.89 [ SkyBlue
Water Dip 3 0.89 [ SkyBlue
CE-SDS Protein Analysis {7 % i&H T BioPhase I EEi T
8800 %2 RUO-IDV-05-8662-ZH-D
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<] D-2 CE-SDS Protein Analysis X7 H 171

Outlet Reagents from Reagent Set:

Name

Waste

CE-SDS Gel Buffer Sep
Water Dip

CE-SDS Gel Buffer Inj

FLARAT A

Viscosity

0.69
80.00
0.69
0.69

——
© m
Color

B Black

. Green

@ SkyBlue

D GreenYellow

ERE N R R 75 R P 0 P 50 N AL AT Ry o X BT P A, SLARA R AR A . i 2R
N H AR A B TR E, T B R AN IR .

FEAALR

TERE: TUEAT Won FEAS AL AT Rl o RS S AR AR N T SLAR K AT 5

ST
RUO-IDV-05-8662-ZH-D
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Sample Plate
N NONONONORONONONONONON®
N NONONONONONONONONONON®
N NONONONONONONONONONONS
N NONONONONONONONONONONO
N NONONONONONONONONONON®.
A NONONORONONONONONONONO)
2 NONONONONONONONONONONS
N NONONONONONONONONONONS
1 CE-SDS Gel Buffer Inj @)
ALK

TERE: TOUAAT s 1R LR A Rl o TR S s kRN I SLAR KA 5

CE-SDS Protein Analysis {77l % i&H T BioPhase ISR
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P D-4 BRI LM L AU AT R

Reagent Plate

L]

=
[=]
-
P

EEEEEEEN - @
Oooooooges O
Ooooooog = OO
ODoOooooddes OO

Column Inlet Color |OQOutlet Color
1 Capillary Protect . Capillary Protect .
2 Basic Wash . Waste .
3 Acid Wash @® waste ®
4 Water Rinze . Waste .
5 CE-SDS Gel Buffer Rinse . () Waste ®
b6 Water Dip 1 . Water Dip .
7 Water Dip 2 . Water Dip .
8§ Water Dip 3 . Water Dip .
9 CE-SDS Gel Buffer Sep @  CcesDSGelBuffersep @)

82 P 46 P

RUO-IDV-05-8662-ZH-D
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Jii
RO IR,
TEWE

IEEIDEEE

(ARG -

TR B IR B T A i,

%] D-5 CE-SDS Protein Analysis /77 5 % &

Temperature

Detector Type

Capillary Cartridge 250 °C | v | Wait ® uw Wavelength 220 ~| nm
Sample Storage 25.0 °C | v |Wait | v | Wait
Cartridge Settings LIF Emission Wavelength nm
Capillary Length |30.0 .| cm
Capillary Type | Bare Fused Silica v|
No Detector
Current Limits Data
| \/| Enable current limiting when using voltage Data Collection Rate Hz
Maximum Current 200 bA Peak Width @ 50% Height sec
R iRe:
UEREDAR:
e o
%] D-6 CE-SDS i1 Jj % A
Program W
Rinse Rinse Rinse Rinse Rinse Separate Wait
Basic Wash Basic Wash Acid Wash Water Rinse CE-SDS Gel B... CE-SDS Gel B... Water Dip 1
‘ Waste ‘ Waste ‘ Waste Waste Waste CE-SDS Gel B... Water Dip
2.0 min. 8.0 min. 5.0 min. 2.0 min. 10.0 min. 10.0 min. 0.0 min.
700 psi 200 psi 200 psi 200 psi 80.0 psi 15,0 KV / 20.0 psi
CE-SDS Protein Analysis {77l % i&H T BioPhase IR ]

8800 = 4;
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WAL LA SR AT 32

| D-7 CE-SDS 175 Ji ik [ fF i 22

Method Duration: 37.0 min.  Number of Actions: 7

i Capillary Cartridge: 25.0 °C, Wait

Sample Storage: 25.0 *C, Wait

Q Settinas Capillary Length:  30.0 cm Detector Type: UV, 220 nm, Wait
g Capillary Type: Bare Fused Silica Peak Width: 4 sec.
Current Limit: 300 pA , Enabled Data Rate: 2Hz
’Rinse Duration: 2.0 min. Inlet:  Basic Wash
70.0 psi Outlet: Waste
’Rinse Duration: 8.0 min. Inlet:  Basic Wash
20.0 psi Outlet: Waste
,Rinse Duration: 5.0 min. Inlet:  Acid Wash
20.0 psi Outlet: Waste
,Rinse Duration: 2.0 min. Inlet:  Water Rinse
20.0 psi Outlet: Waste
,Rinsve Duration: 10.0 min. Inlet: CE-SDS Gel Buffer Rinse
50.0 psi Outlet: Waste
i Duration: 10.0 min.
-15.0 kV, 20.0 psi, Both Inlet:  CE-SDS Gel Buffer Sep

Separate

Ramp Time: 5.0 min.
Autozero: 5.0 min.

Outlet: CE-SDS Gel Buffer Sep

Duration

- 0.0 min.

Inlet:
Qutlet:

Water Dip 1
Water Dip

| N U W U N U

AR JFEFEA 5 BT

Kl D-8 kit i CE-SDS 45 & 7 i A

Program ﬁ

Rinse
Basic Wash
Waste

2.0 min.
80.0 psi

1

Rinse
Basic Wash
Waste
5.0 min.
20.0 psi

Rinse
Acid Wash
Waste
5.0 min.
20.0 psi

Rinse Rinse Wait

Water Rinse

CE-SDS Gel B...
Waste Waste

Water Dip 1
‘Water Dip

3.0 min. 10.0 min. 0.0 min.
20.0 psi 80.0 psi

Program ﬁ

Wait
Water Dip 2
Water Dip

0.0 min.

Wait

Water Dip 3
Water Dip
0.0 min.

Separate Wait

CE-5DS Gel B...
CE-SDS Gel B...

Water Dip 1
Water Dip

40.0 min. 0.0 min.

-15.0 kV / 20.0 psi

IVAEEEiERe]
RUO-IDV-05-8662-ZH-D
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Method Duration: 65.3 min.  Number of Actions: 11

s

Capillary Cartridge: 25.0 °C, Wait Sample Storage: 25.0 °C, Wait
# Settings Capillary Length:  30.0 cm Detector Type: UV, 220 nm, Wait
9 Capillary Type: Bare Fused Silica Peak Width: 4 sec.
Current Limit: 300 pA , Enabled Data Rate: 2 Hz
’Rinae Duration: 2.0 min. Inlet:  Basic Wash
80.0 psi Qutlet: Waste
!Rinae Duration: 5.0 min. Inlet.  Basic Wash
20.0 psi Qutlet: Waste
lRinse Duration: 5.0 min. Inlet:  Acid Wash
20.0 psi Qutlet: Waste
,Rinse Duration: 3.0 min. Inlet:  Water Rinse
20.0 psi Qutlet: Waste
’Rinse Dwuration: 10.0 min. Inlet: CE-SDS Gel Buffer Rin_.
50.0 psi Qutlet: Waste
® ,Wait Duration: 0.0 min. Inlet:  Water Dip 1
N Qutlet: Water Dip
@ ’Wait Duration: 0.0 min. Inlet:  Water Dip 2
Outlet: Water Dip
&‘ Inject Duration: 20 sec. Plate: Sample Outlet: CE-SDS Gel Buffer Inj
5.0 kV
® ,Wait Duration: 0.0 min. Inlet:  Water Dip 3
Qutlet: Water Dip

Duration: 40.0 min.

-15.0 kV. 20.0 psi, Both Inlet:  CE-SDS Gel Buiffer Sep
Ramp Time: 1.0 min. OQutlet: CE-SDS Gel Buffer Sep
Autozero: 5.0 min.

Separate

Duration: 0.0 min. Inlet:  Water Dip 1

Wait Cutlet: Water Dip

®

IEJEREA ) 90 8 7k

K D-10 i&Jii CE-SDS 43 &5 5 v 7 e/

Program W

Rinse Rinse Rinse Rinse Wait
Basic Wash Basic Wash Acid Wash CE-SDS Gel B... ‘Water Dip 1
Waste Waste Waste Waste Water Dip

2.0 min. 5.0 min. 5.0 min. 10.0 min. 0.0 min.
80.0 psi 20.0 psi 200 psi 80.0 psi

4

Program ﬁ

Wait
‘Water Dip 2
Water Dip

Wait Separate Wait
‘Water Dip 3 CE-SDS Gel B... ‘Water Dip 1
Water Dip CE-SDS Gel B... Water Dip
0.0 min. 30.0 min. 0.0 min.
-15.0 kV / 20.0 psi

0.0 min.

CE-SDS Protein Analysis {77l % i&H T BioPhase ISR
8800 R4t RUO-IDV-05-8662-ZH-D
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K D-11 it J5i CE-SDS 43 & J7 1t fr 4 A g 35

IMethod Duration: 55.3 min.

Number of Actions: 11

#~

Capillary Cartridge: 25.0 °C, Wait Sample Storage; 25.0 °C, Wait
E Setlings Capillary Length:  30.0 cm Detector Type: UV, 220 nm, Wait
9 Capillary Type: Bare Fused Silica Peak Width: 4 sec.
Current Limit: 300 pA | Enabled Data Rate: 2Hz
’Rinse Duration: 2.0 min. Inlet:  Basic Wash
80.0 psi Outlet: Waste
’Rinse Duration: 5.0 min. Inlet:  Basic Wash
20.0 psi Qutlet: Waste
’Rinse Duration: 5.0 min. Inlet:  Acid Wash
20.0 psi Outlet: Waste
’Rinse Duration: 3.0 min. Inlet:  Water Rinse
L 20.0 psi Qutlet: Waste
Rinse Duration: 10.0 min. Inlet.  CE-SDS Gel Buffer Rin._. |
80.0 psi Outlet: Waste
® ’Wait Duration: 0.0 min. Inlet.  Water Dip 1
L Outlet: Water Dip
® ’Wait Duration: 0.0 min. Inlet: Water Dip 2
OQutlet: Water Dip
ﬁ Inject Duration: 20 sec. Plate: Sample Outlet: CE-SDS Gel Buffer Inj
-5.0kV
® ’Wait Duration: 0.0 min. Inlet: Water Dip 3
OQutlet: Water Dip
[ Duration: 30.0 min.
Separate -15.0 kv, 20.0 psi, Both Inlet: CE-SDS Gel Buffer Sep
pa Ramp Time: 1.0 min. Outlet: CE-3DS Gel Buffer Sep
Autozero: 5.0 min.
® ’Wait Duration: 0.0 min. Inlet:  Water Dip 1
Outlet: Water Dip

P pH AEA S 7RI & HOREAS B 3 B T3 7
P D12 (& pH REAGE 3 B 7 ot e

Program ﬁ

Rinse
Basic Wash
Waste

Rinse
‘Water Rinse
Waste
3.0 min.
20.0 psi

Rinse
Acid Wash
Waste
5.0 min.
20.0 psi

Rinse
Basic Wash
Waste
5.0 min.
20.0 psi

2.0 min.
80.0 psi

Rinse
CE-SDS Gel B...
Waste
10.0 min.
80.0 psi

Wait
Water Dip 1
Water Dip
0.0 min.

Program ﬁ
Rinse Wait ‘Wait Separate Wait
Water Rinse Water Dip 2 Water Dip 3 CE-SDS Gel B... Water Dip 1
Waste Water Dip CE-5DS Gel B... Water Dip CE-SDS Gel B... Water Dip
0.5 min. 0.0 min. 65 sec. 0.0 min. 35.0 min. 0.0 min.
5.0 psi 5.0 psi -15.0 kV / 20.0 psi

I
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Method Duration: 61.5 min.  Number of Actions: 12

s

Capillary Cartridge” 25.0 °C, Wait Sample Storage 25.0 °C, Wait
Settings Capillary Length:  30.0 cm Detector Type: UV, 220 nm, Wait
Capillary Type:  Bare Fused Silica Peak Width: 4 sec.
Current Limit: 300 pA , Enabled Data Rate: 2 Hz

Dwration: 2.0 min.
80.0 psi

Inlet:  Basic Wash
Cutlet: Waste

Duration: 5.0 min.
20.0 psi

Inlet:  Basic Wash
Outlet: Waste

Duration: 5.0 min.
20.0 psi

Inlet:  Acid Wash
Outlet: Waste

Duration: 3.0 min.
20.0 psi

Inlet:  Water Rinse
Outlet: Waste

Duration: 10.0 min.
80.0 psi

Inlet. CE-SDS Gel Buffer Rin..._ |
Outlet: Waste

Dwration: 0.0 min.

Inlet:  Water Dip 1
Outlet: Water Dip

Duration: 0.5 min.
5.0 psi

Inlet:  Water Rinse
Outlet: Waste

Duration: 0.0 min.

Inlet:  Water Dip 2
Outlet: Water Dip

Duration: 65 sec.

5.0 psi Plate: Sample

Outlet: CE-SDS Gel Buifer Inj

Duration: 0.0 min.

Ol |Olololo]ololo]ofE
5

Inlet:  Water Dip 3
Outlet: Water Dip

Duration: 35.0 min.
-15.0 kV, 20.0 psi, Both
Ramp Time: 1.0 min.
Autozero: 5.0 min.

Inlet:  CE-SDS Gel Buiffer Sep
Qutlet: CE-SDS Gel Buffer Sep

Dwration: 0.0 min.

@

Inlet:  Water Dip 1
Qutlet: Water Dip

S AR
K D-14 CE-SDS 4] Ji i (KA

Program ﬁ

Rinse Rinse Rinse

Basic Wash Basic Wash CE-SDS Gel B...

Waste Waste Waste

2.0 min. 8.0 min. 10.0 min.
700 psi 200 psi 80.0 psi

Wait Light Source
Water Dip 1 LAMP (UV)
Water Dip OFF
0.0 min.

CE-SDS Protein Analysis i/ & & T BioPhase
8800 %4i
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Method Duration: 37.0 min.

Number of Actions: 7

-

Capillary Cartridge: 25.0 °C, Wait

Capillary Length:

Detector Type:

Sample Storage: 25.0 °C, Wait

UV, 220 nm, Wait

~

<lolololololoiE

Settings Capillary Type:  Bare Fused Silica Peak Width: 4 sec.
Current Limit: 300 pA , Enabled Data Rate: 2 Hz

Rinse Duration: 2.0 min. Inlet:  Basic Wash
70.0 psi Outlet: Waste

Rinse Duration: &.0 min. Inlet:  Basic Wash
20.0 psi Outlet: Waste

Rinse Duration: 5.0 min. Inlet:  Acid Wash
20.0 psi Outlet: Waste

Rinse Duration: 2.0 min. Inlet:  Water Rinse
20.0 psi Outlet: Waste

Rinse Duration: 10.0 min. Inlet: CE-SDS Gel Buffer Rin...
80.0 psi Outlet: Waste

Wit Duration: 0.0 min. Inlet:  Water Dip 1

Outlet: Water Dip
UV Lamp OFF
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