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of this work by automating all steps of the optimized magnetic bead
based protocol from endoglycosidase digestion, through optimized
fluorophore labeling and clean-up with high throughput sample
processing in 96 well plate format using liquid handling robots. CE-
LIF analysis of the fluorophore labeled glycans was also optimized for
rapid (<3 min) separation to accommodate the high throughput of the
automated sample preparation process. A
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N-glycosylation analysis of therapeutic antibodies by CE-LIF
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