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ABSTRACT RESULTS: Isolation of ions in the branched EAD device RESULTS: Study of sialic acid linkage in glycopeptides by CID -> lgure 6 (a) and (b) show the EIEIO spectra of different sialic acid linkages using standard samples. Significan
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iradiation, including electron capture dissociation .( ) and electron Impact excitation of ions from Mathieu instability approaches. Our strategy in this work is to use the apex of the stability diagram. But, our Determination of sialic acid linkage in glycopeptides were demonstrated in this work using MS? (CID > EIEIO) peaks related to the dissociation of the tri-sugar.
organics (EIEIO) as well collision induced dissociation (CID). For product isolation purpose, linear radio- trap is not a pure quadrupole ion trap, which has four branches and it has an octapole field at the trap center. S0 4 and 5). The ant t'g gﬂ){ thp P Nl oludi o dg etached f
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abnormal stability region out of the standard linear RFQ stability region was observed, which caused (Figure 2(a)) (T bar bias = +5V relative to the trap electrodes). The obtained stability diagram was distorted wolated glycopeptides by (Fig5(c)), where CID was induced by the kinetic energy when the isolate "l (@) a(2,3) in glycopeptides in bovine fetuin
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analysis in N glycans in glycopeptides was demonstrated. When the ions were pushed toward the more quadrupolar portion in the electron beam branches by applying hig T bar bias an resolving quadrupotar D.C voltage (Fig.5( )).' E ectron beam with a kinetic energy P e ”
: : e S . of 10 eV (i.e., EIEIO) was applied to the isolated singly charged species to induce cross ring cleavage to '
applying high T bar voltage (+20V), the stability diagram became similar to the standard quadrupolar stability distinguish sialic acid linkage between a(2,3) or a(2,6) (Fig5(e)) Al JJ B ) e ) L -
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Electron activated dissociation (EAD), which is including electron capture dissociation (ECD), hot ECD and Isolation was m/Am ~20. Q2 “ (b) a(2,6) in glycopeptides from QA bio o
electron impact excitation of ions from organics (EIEIO) and electron induced dissociation (EID) shows g " .
various potential to inform detailed molecular structures in mass spectrometry, which may not be obtained - - ._. _ o |
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techniques range from conventional peptide and protein analysis to singly charged metabolites including
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small molecules, (ref. 1), various classes of complex lipids (ref. 2), and fatty acids (ref. 3). We had o .
previously reported ECD devices in a branched RF ion trap configuration since 2015 (ref. 4), which is . CID | ” (c) egg yolk glycopeptide
installed between Q1 and Q2 in a research grade quadrupole-TOF MS system (Fig. 1). - N i;'i * \ isolation | LS
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modification of the ECD device, we have enabled an ion isolation functionality which allows MS" workflows.
With access to MS" workflows, multiple iterations of fragmentation can be applied to a single sample.
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Figure 2. Experimental stability diagram in the EAD device. (a) In the case that ions are trapped at 331.126+H )\\OH (e)
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Figure 5. Step-by-step ion processing in MS3 (CID->EIEIO) workflow
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