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Bk
HaEHE: BERBEENADCAY (i Z RPN EIBHBEE
¥, T-DM1) F7.2 MERERATAN100 mM TrisZE & (pH 7.2) &,

;2. FUESHL

E2 MS MS/MS

HIEE T (Scan mode) TOF-MS  IDA dependent

RIENL0 mM ZFHRAIEE LR R0 mMIAZ BERR S f Tl B (b, 7 151 (Polarity) FETaEs
31°CT BIRE AR/ Lys-CEE/H{L 16/ o -
%S (Gas 1) 40 psi
BiEEM: 4L (4pg) BREBBS/ Lys-CELR, FFExionLC A (Gas 2) 40 psi
ADRARZR L, BIFCSH C18E KA (2.1} 100mm, 1.7pm, 1304,
Waters ) A, TAMEAHBOL% FRAKE, HatieR L e 30psi
£0.1% PRAZEARK, HEFE7E50 °C, FE:H300 UL/ min, BT IRIRJZ (Source temperature) 350°C
RENERRE IR L. BT BIE HE(lon spray voltage) 5200V
&5 [ (Declustering potential, DP) 20V
L KEDTNEETTE, R E4E8 (Collision energy) 8V
B & ( min) T BhHEA[%] T BN B[%] R E S (CAD gas) 7
AR 98 2.0 TRAMELE B T (Maximum candidate ion) 5
5 98 2.0 5% & H{E (Intensity threshold ) 100 cps
6 90 10 B FH T (Charge states ) 2t0 10
40 55 45 HEB& AT 8] (Exclusion time ) 6 s after 2 occurrences
44 10 90 FE YR AT EL (Start mass) 100 m/z 150 m/z
46 10 90 22 | JEAer Bt (Stop mass) 1,800 m/z 2,500 m/z
47 98 2.0 B FKE(Electron KE) NA 7eV
50 98 2.0 Ef F 3R E 37 (Electron beam current) NA 4750 nA
51 10 90 (ETC) NA 100
54 10 90 Zeno Rk NA ON
55 98 2.0 RIRAT 8] 0.25s 0.20s
60.0 98 2.0 Time bins to sum 4 4
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